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1 SUPPLEMENTARY FIGURE

Figure S1. Probability density of α helix (blue color scale) and β-sheet (red color scale) as function
of the coarse-grained angles θ and γ. The maps were computed for all the structures in the ASTRAL
database of proteins with less than 40 % of sequence identity. Calculations based on secondary structure
identifications by the DSSP algorithm are shown in the left panel and those based on the CUTABI algorithm
are represented in the right panel.
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