A. B. %% 92
%% %%
% %
. % &
P ® ®

1.00 0.35 0.49 Quantitation

260 DNMT1

DNMT1
160

20

50

oan 5D a

Supplementary Figure S1. A. Western blot for DNMT1 as well as H3 loading control in WT and
Dnmt1” 3a” 3b” mESCs. Note loss of DNMT1 in the triple knockout cells, indicating antibody specificity.
B. Western blot for DNMT1 as well as H3 loading control in WT mESCs and mESCs cells treated with
the indicated concentration of GSK-3484862 for four days. Quantitation of the DNMT1 band, relative to
the H3 loading control, is indicated.
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Supplementary Figure S2. A., B. DNA methylation level of 10kb regions of the genome are indicated,
with each region plotted as a single point. C. A violin plot showing the overall methylation level of the 812
full length JAP-Ez elements (>6kb long) in the cell types indicated. Each IAP-Ez element is represented as
a single point on the violin plot.
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