Kruskal Wallis ANOVA
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-vs- vehicle:

0.6 14 1 0.8 0.8 :fold-change
059 0461 0575 095 0.775 :p-value
-vs- vehicle:
1 1 0.667 0.667 1 : fold-change
0461 0624 0.539 0683 0202 :p-value
-vs- vehicle:
0.957 0674 157 128 1.13 :fold-change
0.967 0217 0217 0.595 0967 :p-value
-vs- vehicle:
14.8 92 220 3 58 :fold-change
1.29e-8 0.01 0.202 0.201 0.001 :p-value
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122 0826 1.04 148 1.35 :fold-change
0.187 0.074 0.775 0.006 0.002 :p-value
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-vs- vehicle:
0.103 0.125 0.346 025 0.206 :fold-change
1.3e-8 1.3e-8 1.6e-7 58e-7 1.2e-5 :p-value
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