Supplementary Figure 1

a DEN induced HCC
40 40
C) C)
= 30 £ 307
2 =)
[} | o)
= 2 < 20
'§ 101 - Control '§ - Control
il = LowNAC| m 10/ -~ Low GSH
0 - High NAC -»- High GSH
0 10 20 30 40 0 10 20 30 40
Week Week
b Survival of NAC-treated mice (%) Survival of GSH-treated mice (%)
= 100 — 1001
2 g
> 804 S 801
> >
© 604 @ 604
t €
S 407 3 404 p=0.0055
@ -+ Contral o -+- Control
o 20— LQW NAC o 204 Low GSH
0 — H|glh NAC . o= High GSH
0 90 180 270 0 90 180 270
Days Days
C  The hydrodynamic tail vein injection-induced HCC
Inferior HCC
pT3-EFla-cMyc Vena Cava Hepatic Vein
PX330-sgP53 — — [V ©[ —
Sleeping Beauty
=T
NAC/GSH treatment »
HDTV injection P Sacrifice
6 weeks

d

NAC/GSH treatment

6 week

Tumor

Control

Control

S
incidence rate

Low NAC

Low GSH

Hydrodynamic tail vein injection (p53 KO/c-Myc)

High NAC

|

High GSH

e

=1 No tumor formed
B Tumor formed

50% (n=8) 87.5% (n=8) 62.5% (n=8)

62.5% (n=8)

77.8% (n=9)

100% (n=9)

ROS (CM-H,DCFDA)

ROS (CM-H,DCFDA)

1001

- Control 1001 Control
S LowNAC | € Low GSH
o 80 High NAC 3 807 High GSH
© o
T 60] o 60
s g
T 40 = 40
5 : /
S 20] S j
10 TreT i [ T
10210 10 102 03
FITC-A FITC-A
815 = 215 =
r *k ¥ *
S 5] .
% 1.01 % =
T gt | T 10faEg
E oo £ ¢ %t g
% 0.5 ® % °
2
B % 0.5
o ©
@ 0.01— & . . :
A
Q O > N
$ & 2
& ¥ (\év FINCZIING
S S
VRS VS




Supplementary Figure 2

a Colony formation assay
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Supplementary Figure 4

Apoptogis assay b Cell cycle assay
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Supplementary Figure 5
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RNA-seq
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Supplementary Figure 6

RNA-seq, QMH, HKU TCGA b Validationin MHCC97L cells
100-_In-house 100 TCGA é s CLK2 § o >
8 S & 9
el * £ 801 g g < 0
< 3 < 3 ko )
z _‘E 60 o 2 _E 60 °® < CLK2 | e -
£ T
= 08990 = 2 0? g a-Tubulin| s s
s X e
=z
0 T T 0 T T -
NT T NT T
c . _— €
Sphere formation assay Cell Proliferation assay Cell migration and invasion assay
5 9. - MHCC97L
T <] NTC 2 10« nTC 1500/ NTC
€ [ shTMBIM1-#15 c - SHTMBIMI#15 5 @ shTMBIM1-#15
S [ shTMBIM1-#17 S 8o sntmBmMm7 o [ shTMBIM1-#17
o = 6] g 1000+ .
= Ll ;
? o 4 T 500- e
) = O
2 g 2
« ©
o 0 ———— 0- r —
i o 8 1 2 3 4 5 Migration Invasion
Day
f
Cell migration and invasion assay
NTC shTMBIM1-#15 shTMBIM1-#17
Migration:

Invasion |




Supplementary Figure 7

Glutathione assay
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Supplementary Figure 8

Nude mice Nude mice
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Supplementary Figure 9

Test Results:

Comment:

DNA Marker MHCCOTL (L’“f,,':fl‘;?,ﬁ‘m
AMEL XY XY
CSFIPO 11,13 11,13
D13S317 8 8
D16S539 12 12
D5S818 12,13 12,13
D7S820 10 10
THO1 9 9
TPOX 8 8
vWA 14 14
D18S51 == 13,22
D21811 = 312
D3S1358 - 15,16
D8S1179 = 12,13
FGA = 21,24
Penta D - 8,9
Penta E ) 11, 17
Number of shared alleles 12
Total number of alleles in the reference profile 12
Percent match 100%

The tested cell line has 100% match with MHCC97L. Therefore, they are considered to be
related from a common ancestry.

Figure S9. STR authentication of MHCC-97L cells.
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Supplementary Figure 10

Sorafenib, SSA and BSO treatment
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