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Figure S2
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Figure S3

SSC-A (Intracellular complexity)
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Figure S4
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Table S1. Primers used for gene cloning in this study.

Name Sequence (5'to 3"

NSP1-F CTCGCATATGGAGAGTCTTGTACCCGGCTTTAAC

NSP1-R TCGCGGATCCTTAGCCGCCGTTCAGTTCGCGCATC
NSP2-F CTCGCATATGGCCTACACGCGATATGTTGAC

NSP2-R TCGCGGATCCTTAGCCGCCCTTAAGGGTAAAGGTG
NSP3-F CTCGCATATGGCCCCTACCAAGGTGACCTTCG

NSP3-R TCGC TTATCCGCCCTTCAGGGCGATCTTGG
NSP4-F CTCGCATATGAAGATTGTAAACAATTGGCTTAAAC

NSP4-R TCGCGGATCCTTACTGGAGTACGGCTGAGGTTATG
NSP5-F CTCGGGATCCATGTCTGGTTTTAGGAAAATGGCGTTC
NSP5-R CTGTC TTACTGGAAAGTGACCCCACTGCA
NSP6-F CTCGCATATGAGCGCGGTTAAACGGACCATAA

NSP6-R TCGCGGATCCTTACTGAACAGTCGCTACTTTAATACAAG
NSP7-F CTCGCATATGAGCAAGATGAGCGACGTAAAATG

NSP7-R TCGCGGATCCTTACTGCAATGTCGCCCGGTTGTC

NSP8-F CTCGCATATGGCAATCGCATCTGAATTTTCTAGTC

NSP8-R TCGCGGATCCTTACTGCAGTTTGACTGCGCTGTTAG
NSP9-F CTCGCATATGAATAATGAGCTTTCTCCGGTTGC

NSP9-R TCGCGGATCCTTATTGGAGTCGCACGGTCGCAGC
NSP10-F CTCGCATATGGCTGGTAATGCAACTGAGGTTC

NSP10-R TCGCGGATCCTTACTGCAACATCGGCTCTCGCAATT
NSP11-F TATGTCAGCCGATGCGCAGTCTTTCTTGAACGGTTTCGCCGTGTAAG
NSP11-R GATCCTTACACGGCGAAACCGTTCAAGAAAGACTGCGCATCGGCTGACA
NSP12-F CTCGGGATCCATGTCAGCAGACGCACAAAGTTTTC
NSP12-R CTGTC TTACTGCAGGACGGTGTGAGGCGTAT
NSP13-F CTCGCATATGGCTGTTGGGGCGTGTGTGTTG

NSP13-R TCGCGGATCCTTATTGAAGCGTCGCAACGTTCCT
NSP14-F CTCGGGATCCATGGCTGAAAATGTAACGGGCTTG
NSP14-R CTGTC TTACTGCAATCGGGTAAATGTGTTC
NSP15-F CTCGGGATCCATGAGTCTTGAAAACGTCGCCTTC
NSP15-R CTGTC TTATTGCAACTTTGGATAGAAGGTCTC
NSP16-F CTCGCATATGTCTTCCCAGGCTTGGCAGCCTG

NSP16-R TCGCGGATCCTTAGTTGTTCACCAGCACGTCAGAGG

S-F CTCGGGATCCATGTTTGTTTTCTTGGTTCTTTTGCCAC

S-R CTGTC TTACGTGTAGTGCAATTTTACGCC
ORF3a-F CTCGCATATGGACCTTTTTATGAGAATCTTTACCATC
ORF3a-R TCGCGGATCCTTACAGGGGCACAGATGTGGTCGT

ORF3b-F

CTCGCATATGGCATACTGCTGGAGATGCACAAG
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TCGCGGATCCTTACGGCCAGCAGCATCGAGCGAAAG
CTCGCATATGTACAGCTTCGTATCAGAAGAAACCG
TCGCGGATCCTTAAACGAGGAGATCCGGCACCCTG
CTCGCATATGGCCGACTCAAATGGGACCATTAC
TCGCGGATCCTTACTGGACGAGCAAAGCAATGTTATC
CTCGCATATGTTTCATCTTGTCGATTTTCAAGTTACG
TCGCGGATCCTTAGTCTATTTCCATAGGCTGCTCC
CTCGCATATGAAGATCATTTTGTTTCTGGCCCTC
TCGCGGATCCTTACTCAGTCTTTCTTTTCAGTGTAAAGC
CTCGCATATGATTGAGCTGTCTCTCATCGATTTCT
TCGCGGATCCTTAGGCGTGGCATGTCTCGTTATG
CTCGCATATGAAGTTTCTCGTGTTCTTGGGC
TCGCGGATCCTTATATAAAGTCAAGGACCACCCTGAC
CTCGGGATCCATGAGCGATAACGGCCCCCAAAAC
CTGTC TTACGCCTGAGTAGAATCGGCTGAG
CTCGCATATGGACCCCAAAATTTCTGAAATGCACC
TCGCGGATCCTTACTTTACGGTTACTACCACAAATTCG
CTCGCATATGCTTCAATCCTGCTATAACTTCTTG
TCGCGGATCCTTAATCCGTAAGACAGCAGCACAAC
CTCGCATATGGGCTACATCAATGTCTTCGCCTT
TCGCGGATCCTTATGTGAGATTGAAGTTTACAACATCG
CATGC GTCGATCGACTCTAGAGGATCAG
GGCGGGATCCATTTAACAAAGCGACTATAAGTCAG
TTCAATCTCATTCTCACTTTCTG
TGGGCTTCCATAGTTTGAAAGA
gtgtcgtgaggatctatttccggtgaattcgccgccacCATGGATTTGTTTATGAGAATC
gaattgtggatggctccatccccecgeegecCtcgagCAAAGGCACGCTAGTAGTCG
CACTTCTTGCTGTTTTTCACAGCGCTTCCAAAATCATAAC
TTATGATTTTGGAAGCGCTgTGAAAAACAGCAAGAAGTGC
CCATTTTTCAGTATAACCAATCTGGTAGTCATGTTC
CATGACTACCAGATTGGTTATACTGAAAAATGGGAATCTG

The restriction sites were indicated in italics and the start and stop codon were indicated
in bold. Nde | was indicated with red; BamH | was indicated with blue; Bgl Il was
indicated with yellow; Not | was indicated orange, Pst | was indicated with green.
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Table S2. Primers used for real-time PCR in this study.

Name Sequence (5'to 3)

TNFa-F CGAGTGACAAGCCTGTAGC
TNFa-R GGTGTGGGTGAGGAGCACAT
IL-6-F AATAACCACCCCTGACCCAAC
IL-6-R AATCTGAGGTGCCCATGCTAC
NFkB-F GAGCTCCGAGACAGTGACAG
NFKB-R TCTAGAGGTCCTTCCTGCCC
IFNB1-F GGCAGTATTCAAGCCTCCCAT
IENB1-R TCTCCTGTTGTGCTTCTCCAC
TLR3-F TCCAGGGTGTTTTCACGCAA
TLR3-R TGTGGAAGCCAAGCAAAGGA
TLR4-F TGGAAGTTGAACGAATGGAATG
TLR4-R ACCAGAACTGCTACAACAGATACT
GAPDH-F TGCACCACCAACTGCTTAG

GAPDH-R AGTAGAGGCAGGGATGATGTTC



https://doi.org/10.1101/2021.11.23.469747
http://creativecommons.org/licenses/by-nc-nd/4.0/

	ZhangJT2bioRxiv_112321.pdf
	Genome-wide characterization of SARS-CoV-2 cytopathogenic proteins in the search of antiviral targets
	Discussion
	Materials and Methods
	Acknowledgments
	Figure Legend for Supplementary Materials
	Figure S1 │Confirmation of molecular cloning of the SARS-CoV-2 viral genome into the fission yeast gene expression pYZ1N system. (A) Map of the pYZ1N gene expression vector and cloning sites. (B) Results of RT-PCR amplified products of each SARS-CoV-2...

	ZhangJT2bioRxiv_Figs_112321.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5

	ZhangJT42bioRxiv_Supplemental_112321.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4





