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Supplementary Figure 1 

 

 

Supplemental Figure 1. TREM1 expression correlates significantly with expression of IL1B (left 

panel) and IL8/CXCL8 (right panel) in the MDACC-701 dataset. Pearson’s and Spearman 

correlation coefficients and p-values are shown.  
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Supplementary Figure 2 

 

Supplemental Figure 2. Discovery of a TREM1-associated gene cluster associated with poor 

DMFS. Breast tumor expression profiles of the MC1 meta-cohort were randomized to two subgroups, 

comprising 977 tumors in each, for testing and validation purposes (977A and 977B, respectively). 

Within each subgroup, genes with significant associations with DMFS by Cox regression (q<0.1, 

Benjamini-Hochberg) were selected for hierarchical clustering (977A, n = 3,094 genes; 977B, n = 

3,304 genes). Genes corresponding to the proliferation gene cluster (PC, blue bar), immune gene 

clusters (IC, red bar) and the TREM1-associated gene cluster (TC, pink bar) are shown to the right of 

the heat maps for (A) 977A and (B) 977B. Tumors are represented by columns (dendrograms omitted); 

genes are represented by rows. Red indicates above-mean expression; green indicates below-mean 

expression. (C) Genes within the TREM1-associated gene clusters having average Pearson correlation 

of 0.28 in 977A (blue circles, n = 19 genes) and 977B (red circles, n = 14 genes) were compared by 

plotting Cox regression hazard ratios (X-axis) and false discovery rate-adjusted, negative log10 p-values 

(Y-axis).  
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Supplementary Figure 3 

 

Supplemental Figure 3. TREM1 and co-expressed genes in breast tumors exhibit enriched 

expression in cells of the myeloid lineage. Tissue-specific enrichment scores were generated 

according to methods described by Benita et. al. (Benita et al., 2010) for >14,000 genes comprising the 

Affymetrix U133A GeneChip and 126 human cell subsets and tissues. For each gene, the top 14 most 

enriched cell subsets and tissues are shown. 
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Supplementary Figure 4 

 

 

Supplemental Figure 4. TREM1 expression in cellular subsets of the Bassez et. al. scRNAseq 

dataset grouped by breast cancer subtype.  
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Supplementary Figure 5 
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Supplemental Figure 5. TREM1 expression in cellular subsets of the Bassez et. al. dataset grouped 

by individual breast cancer patients (n=31).  
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Supplementary Figure 6 

 

 

 

Supplemental Figure 6. TREM1 target gene expression levels are enriched in OLR1+ or MRC1+ 

myeloid cells relative to myeloid cells negative for marker gene expression. TREM1 target gene 

frequencies of expression (% expressing cells) and average expression levels (heatmap) are shown 

compared between marker gene positive and negative myeloid cells of the Bassez et. al. dataset. 
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Supplementary Figure 7 

 

 

Supplemental Figure 7. Analysis of TREM1 myeloid expression and expression of myeloid 

receptors related to TREM-1 activation and function. In the myeloid compartment of the Bassez 

et. al. dataset, (A) TREM1 expression distributions are shown compared between TLR+ and TLR–  

myeloid cell populations, and (B) TREM2+ and TREM2–  myeloid cells. (C) TREM1 target gene 

frequencies of expression (% expressing cells) and average expression levels (heatmap) are shown 

compared between TREM2+ and TREM2–  myeloid cells. 

 

 

 



  Supplementary Material 

 10 

Supplemental Table 1. Genes and corresponding Z values identified by logistic regression as having 

statistical negative interactions with immune-associated neoadjuvant chemo response in the MDACC-

701 dataset. 
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