Antibody PDB Code | Citation | Epitope Cluster
B38 7BZ5 [1] Neck
Bamlanivimab (LY-CoV555) TKMG 2] *Left Shoulder
BD-236 7CHB 3] Neck
BD-368-2 7TCHC [3] Left Shoulder
BD-604 7CHF [3] Neck
BD-629 7CH5 3] Neck
€102 7KSM [4] *Neck
C1A-B3 TKFW [5] *Neck
C1A-B12 TKFV [5] *Neck
C1A-C2 7TKFX [5] *Neck
C1A-F10 TKFY [5] *Neck
CB6 7C01 [6] Neck
CC12.1 6XC2 [7] Neck
CC12.3 6XC4 [7] Neck
COVAI1-16 7TIMW 8, 9] Left Flank
COVA2-04 7IMO | 8, 10] Neck
COVA2-39 7JMP [8, 10] Right Shoulder
COVOX-45 7BEL 1] Right Flank
COVOX-75 7BEO [11] Right Shoulder
COVOX-88 7BEL [11] Left Shoulder
COVOX-150 7BEI [11] Neck
COVOX-158 7BEJ [11] Neck
COVOX-253 7BEN 1] Left Shoulder
COVOX-253H55L 7TBEO [11] Left Shoulder
COVOX-269 7BEM 1] Neck
COVOX-316 7TBEH [11] Left Shoulder
COVOX-384 7BEP [11] Left Shoulder
CR3022 TIN5 | (12, 13] Left Flank
CV07-250 6XKQ [14] Right Shoulder
CV07-270 6XKP [14] Left Shoulder
CV30 6XEL | [15, 16] Neck
EY6A 6ZER [17] Left Flank
Fab_15033-7 7TKLH [18] *Right Shoulder
Fab-52 TK9Z [19] *Left Shoulder
Fab-298 TK9Z [19] *Right Shoulder
Fab2-15 7L5B [20, 21] *Shoulder
LY-CoV481 TKMI 2] Neck
LY-CoV488 TKMH 2] Neck
MW06 7DPM [22] *Loft Flank
P4A1 7CJF [23] Neck
P2B-2F6 TBWJ [24] Left Shoulder
P2C-1F11 7CDI [25] *Neck
P2C-1A3 7CDJ [26] *Shoulder
Regdanvimab 7TCM4 [27] *Right Shoulder
S2H14 7JX3 [28] Right Shoulder
S304 7LON | [29, 28] Left Flank
5309 7JX3 [29, 28] Right Flank
STE90-C11 7B30 [30] *Neck

S1 Table. SARS-CoV-2 binding antibodies. Antibodies with a solved crystal structures in complex
with a SARS-CoV-2 antigen. Antibodies were assigned to their nearest epitope cluster, as defined by De-
jnirattisai et al. [11]. Antibodies whose epitope cluster is labelled with a star (*) were not included in the
previous analysis by Dejnirattisai et al. [11]. The new cluster label ‘Shoulder’ indicates that antibody’s
epitope lies between the left and right shoulder clusters.
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