Nanobody | PDB Code | Citation | Epitope Cluster
H11-D4 6YZ5 1] *Left Shoulder
H11-H4 6ZBP 1] *Left Shoulder
MR17 TC8W 2, 3] *Shoulder
MR17_K99Y TCAN [2] *Shoulder
Nb20 7JVB [4] *Shoulder
SR4 7C8V 2] *Left Shoulder
SR31 7D27 2] *Left Shoulder
VHH-72 6WAQ [5] *Left Flank
VHH_E TKN5 6] Left Shoulder
VHH_U TKN5 [6] *Left Flank
VHH_V TKN6 [6] *Left Flank
VHH-W TKN7 [6] *Left Flank

S2 Table. SARS-CoV-2 binding Nanobodies. Nanobodies with a solved crystal structures in complex
with a SARS-CoV-2 antigen. Nanobodies were assigned to their nearest epitope cluster, as defined by
Dejnirattisai et al. [7]. Nanobodies whose epitope cluster is labelled with a star (*) were not included in
the previous analysis by Dejnirattisai et al. [7]. The new cluster label ‘Shoulder’ indicates that antibody’s
epitope lies between the left and right shoulder clusters.
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