Epitope Group | No. Average No. Number Min Residue | Max Residue | Average Residue | No. of Residues | No. of Residues | No. of Residues

Group Epitope Residues | Unique Overlap Between | Overlap Between | Overlap Between | Present In The | Present In The | Present In The

Members Residues Any Two Group | Any Two Group | Any Two Group | Epitope of All | Epitope of 90%+ | Epitope of 50%-+

Group Members Members Members Group Members of Group Mem- | of Group Mem-

bers bers

Neck 23 31.9 (19, 38) 49 7 34 27.2 5 23 32
Left Shoulder 10 20.3 (13, 26) 69 1 19 7.9 0 1 16
Left Flank 5 25.4 (22, 28) 62 4 23 10.8 3 3 22
Right Flank 2 ( ) 39 6 6 6 6 6 39
Right Shoulder | 6 21.8 (13, 27) 56 2 18 9.7 1 1 20
Shoulder 2 23.0 (21, 25) 29 17 17 17 17 17 17

S3 Table. SARS-CoV-2 binding antibodies epitope interactions. Analysis of structural epitope overlap between epitope group members. Epitope residues were defined as those within 4.5A
of the antibody in the crystal structure. Analysis was conducted using Arpeggio [1].
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