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Figure S1:
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Figure S1: Characterisation of 8xkB-TA mCFP cells. Related to figure 1

A.Uncropped western blot images from figure 1D. Dashed boxes indicate cropped area used in the main figure.

B. Quantification of mCFP in mixed THP-1 cells, Low, medium and high tdTomato expressing cells respectively after stimulation
with B-glucan (3ug/ml) for 24 H. The other three constructs are used as control. Bar graphs show MFIXSEM (n = 2)

C. Quantification of mMCFP in mixed THP-1 cells, Low, medium and high tdTomato expressing cells respectively after stimulation
with mycoplasma (3ug/ml) for 24 H. The other three constructs are used as control. Bar graphs show MFIzSEM (n = 2)

D. Quantification of mCFP in mixed THP-1 cells, Low, medium and high tdTomato expressing cells respectively after stimulation
with Pam3CSK4 (3ug/ml) for 24 H. The other three constructs are used as control. Bar graphs show MFIZSEM (n = 2)
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Figure S2: H-17 Cells detects gonoccocal genomic DNA. Related to figure 2

A. Agarose gel electrophoresis showing digestion of N. gonorrhoeae genomic DNA with DNase |

compare to Human genomic DNA.

B. Uncropped Agarose gel images from figure S2A. Dashed boxes indicate dropped area used in the main figure.
C.Quantification of mCFP in H-17 cells stimulated with either N. gonorrhoeae genomic DNA or

H. sapiens for 6 hours, digested and undigested respectively. Bar graphs show

median fluorescent intensity (MFI) £ SEM. (n = 3)
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Figure S3: tdTomato depletion kinetic. Related to figure 3

A. Representative flow cytometry histograms for tdTomato depletion kinetic in H-17 cells

after transduction with lentivirus carrying sgRNA against tdTomato alone and the lentivirus

carrying Cas9 alone. dTomato levels are monitored for 15 days’ post-transduction.

Cells treated with polybrene (PB) and lentivirus carrying sgRNA against tdTomato alone served as controls.
Histograms are normalised to the mode.

B.Uncropped western blot gel images from figure 3B. Dashed boxes indicate cropped area used in the
figure.
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Figure S4: H-17 PP2ACA knock-down cells displays better response compared to H-17 Scrambled.

Related to figure 4

A.Uncropped western blot gel images from figure 4A. Dashed boxes indicate dropped area used in the main figure.
B.Uncropped western blot gel images from figure 4D. Dashed boxes indicate dropped area used in the main figure.
C. Representative flow cytometry histograms of mCFP expression in H-17 PP2ACAXP compared to scrambled H-17
after treatment for 6 hours with Pam3CSK4 100ng/ml and 1000ng/mL respectively.

Histograms are normalised to the mode.

D. Quantification of mMCFP expression in H-17 PP2ACAXP compared to scrambled H-17 after treatment for 6 hours
with Pam3CSK4 100ng/ml and 1000ng/ml respec-tively. Two-way ANOVA shows significant difference between
both cell types ( **p < 0.01, ***p < 0.001, ****p < 0.001).Bar graphs represent MFIxSEM. (n = 4)

E. Immunoblot of mCFP expression in H-17 PP2ACAX® compared to scrambled H-17 after treatment for 6 hours
with Pam3CSK4 100ng/ml and 1000ng/ml respectively.

F. Uncropped western blot gel images from figure S4E. Dashed boxes indicate dropped area used in the main figure.
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Figure S5: Related to figure 5

A. Uncropped western blot gel images from figure 5A. Dashed boxes indicate dropped area used in the main figure.
B. Uncropped western blot gel images from figure 5D. Dashed boxes indicate dropped area used in the main figure.
C. Uncropped agarose gel images from figure 5G. Dashed boxes indicate dropped area used in the main figure.





