LPS_Sham MV versus NoMV

Tmem173-
Icam2-mR]|
112rg-mRN,
Pdcd2-mR
Ifngri-mRl
111rl1-mRN
Map4k2-rr
Lta-mRNA
Trp53-mRI
TIr4-mRN£
Cd8a-mRN
Ebi3-mRN;
II7r-mRNA
Itgax-mRN
BInk-mRN,
Abcfl-mRI
Ptafr-mRN
Traf3-mRN
lkbkap-mR
Cxcl10-mR
Stat5b-mR
Atgl6ll-m
116-mRNA

Tapl-mRN
Jak2-mRN,
TIr3-mRN£
Mr1-mRN/
ll4ra-mRN.
Irf1-mRNA
Ube2I3-mi
Slamf7-mF
H2-DMa-n
Ceacam1l-i
Irak3-mRN
Traf6-mRN
Ctsg-mRN/

LPS_Burn day 1 MV versus NoMV
Log2 fold ¢std error (| Lower con Upper con Linear fold Lower con Upper con P-value  Gene.sets probe.ID

Cd109-mR
$100a8-ml
Ccl22-mRP
Csf3r-mRN

LPS_Burn day 7 MV versus NoMV
Log2 fold ¢std error (| Lower con Upper con Linear fold Lower con Upper con P-value  Gene.sets probe.ID

Csf3r-mRN
Ccl22-mRp
Cd109-mR

LPS_Burn day 14 MV versus NoMV
Log2 fold ¢std error (| Lower con Upper con Linear fold Lower con Upper con P-value  Gene.sets probe.ID

Tmem173:
Ilcam2-mR]|
Ifngri-mRl
112rg-mRN,
Stat3-mRN

6.09
7.18
4.78
4.56
4.19
4.05
4.34
5
2.23
2.96
441
2.11
3.74
4.85
2.68
271
3.87
4.15
2.99
3.04
4.32
231
2.52
2.39
3.22
4.52
4.79
3.57
3.12
3.1
2.89
3.36
3.36
2.23
-2.15
-4.43

-3.49
-3.34
-4.13
-4.24

-4.7
-4.13
-3.24

6.04
7.02
4.59
4.54
-6.32

0.761
0.908
0.753
0.743
0.724
0.756
0.951
11
0.489
0.656
0.991
0.48
0.864
1.14
0.634
0.643
0.924
1
0.722
0.763
1.15
0.619
0.681
0.659
0.909
1.28
1.36
1.03
0.911
0.947
0.895
1.05
1.05
0.702
0.682
141

1.08
1.05
131
1.35

1.38
131
1.07

0.761
0.908
0.723
0.754

1.12

4.6
5.4
33
3.11
2.77
2.57
2.48
2.85
1.27
1.68
2.47
1.17
2.05
2.61
1.44
1.45
2.06
2.19
1.58
1.54
2.06
11
1.19
11
1.44
2.02
2.13
1.56
1.34
1.24
1.14
13
1.29
0.853
-3.48
-7.19

-5.6
-5.4
-6.7
-6.9

-7.41
-6.7
-5.34

4.55
5.24
3.17
3.06
-8.52

7.58
8.96
6.25
6.02
5.6
5.53
6.21
7.14
3.19
4.25
6.35
3.05
5.44
7.08
3.93
3.97
5.68
6.12
441
4.53
6.58
3.53
3.86
3.68
5
7.03
7.45
5.58
491
4.95
4.64
5.43
5.43
3.61
-0.809
-1.66

-1.37
-1.28
-1.55
-1.59

-2
-1.55
-1.14

7.53
8.8
6.01
6.02
-4.13

68
145
27.4
23.6
18.2
16.6
20.3
31.9
4.69
7.78
213
431
13.4
28.8
6.42
6.56
14.6
17.8
7.97
8.21
20
4.97
5.74
5.25
9.31
23
27.6
11.9
8.71
8.55
7.42
10.3
10.3
4.69
0.226
0.0465

0.0891
0.0988
0.0573
0.0528

0.0384
0.0573
0.106

65.9
130
24.1
233
0.0125

24.2
42.3
9.85
8.61
6.81
5.93
5.57
7.21
241
3.19
5.53
2.24
4.14
6.11
271
2.74
4.17
4.57
2.99
291
4.18
2.14
2.28
2.14
271
4.05
4.36
2.94
2.53
2.36
2.2
2.46
2.45
1.81
0.0895
0.00684

0.0206
0.0237
0.00962
0.00838

0.00588
0.00962
0.0247

23.4
37.9
9.03
8.36
0.00273

191
499
76.3
64.9
48.6
46.3
73.9
142
9.1
19
81.8
8.27
43.4
135
15.2
15.7
51.3
69.4
21.2
23.2
95.7
11.5
14.5
12.9
32
131
175
48
30
31
25
43
43
12.2
0.571
0.316

0.386
0.411
0.341
0.332

0.25
0.341
0.453

185
447
64.4
64.8
0.0569

Log2 fold ¢std error (| Lower con Upper con Linear fold Lower con Upper con P-value  Gene.sets probe.ID

2.24E-06 Host-pathcNM_028261.1:130
2.53E-06 Adaptive [INM_010494.1:375
2.57E-05 Cytokine SNM_013563.3:1226
3.56E-05 Apoptosis NM_008799.2:837
6.35E-05 Cytokine SNM_010511.2:985
0.000131 Cytokine SNM_001025602.2:815
0.00053 TNF Family NM_009006.2:666
0.000534 Cytokine SNM_010735.1:1115
0.000534 Apoptosis, NM_011640.1:1835
0.000582 Adaptive IINM_021297.2:2510
0.000656 Adaptive IINM_001081110.2:355
0.000731 Cytokine SNM_015766.2:1015
0.000813 Cytokine S NM_008372.3:1020
0.000947 Cell Adhes NM_021334.2:3773
0.00098 Adaptive INM_008528.4:1546
0.001 Immunom NM_013854.1:875
0.00106 Cytokine SNM_001081211.1:1685
0.00114 Cytokine SNM_001048206.1:6385
0.00115 NF-kB Sign NM_026079.3:38
0.00157 ChemokiniNM_021274.1:115
0.00243 ChemokiniNM_011489.3:4855
0.00249 Autophagy NM_029846.3:1250
0.00265 Cytokine SNM_031168.1:40
0.00307 Adaptive INM_001161730.1:856
0.00362 ChemokiniNM_001048177.1:730
0.00363 Host-pathc NM_126166.2:1165
0.00373 MHC Class NM_008209.4:1360
0.00411 Cytokine SNM_001008700.3:670
0.00448 Cytokine SNM_008390.1:365
0.00612 Adaptive INM_009456.2:1817
0.00656 Adaptive IINM_144539.5:750
0.00705 Cell Adhes NM_010386.3:530
0.00716 Hemostasi NM_001039185.1:294
0.00733 Cytokine SNM_028679.3:921
0.00772 Adaptive INM_009424.2:980
0.00786 Host-pathc NM_007800.1:785

0.00657 Hemostasi NM_153098.3:2720
0.0072 Innate Imr NM_013650.2:227

0.00781 ChemokiniNM_009137.2:1096
0.0079 Cytokine SNM_001252651.1:1294

0.00467 Cytokine SNM_001252651.1:1294
0.00781 ChemokiniNM_009137.2:1096
0.00971 Hemostasi NM_153098.3:2720

2.43E-06 Host-pathcNM_028261.1:130
3.23E-06 Adaptive [INM_010494.1:375
2.54E-05 Cytokine SNM_010511.2:985
4.27E-05 Cytokine SNM_013563.3:1226
7.80E-05 ChemokiniNM_213659.2:2130



Map4k2-rr 493

Pdcd2-mR 3.86
Tnfrsflla- -5.86
Irf5-mRNA -4.04
Casp8-mRl -5.7
Ebi3-mRN, 2.24
Rela-mRN, -5.11
Fyn-mRNA -4.92
Itgax-mRN 5.14
Il1a-mRNA -5.5
Ltb-mRNA -5.31
II7r-mRNA 3.82
1123a-mRN 4.71
Crlf2-mRN -4.84

LPS_versus NoLPS

Log2 fold ¢ std error (| Lower con Upper con Linear fold Lower con Upper con P-value
4.96E-10 Adaptive IINM_001077189.1:1225

Fcgr2b-mF 2.8
Ebi3-mRN, 2.44
116-mRNA 5.55
Gprl83-m -4.29
Csf2-mRN;, 6.07
Ccrl2-mRN 4.7
Fcgr3-mRP -1.96
Cd24a-mR -3.34
Ilcam2-mR]| -1.98
Litaf-mRN, 1.11
Klral-mRN 5.44
BInk-mRN, 1.12
TIr8-mRN£ -2.3
Ctsg-mRN/ 4.99
Csf3r-mRN 4.18
Ifi204-mR! 3.58
Cd22-mRN 4.94
Socs1l-mRI 3.33
1110-mRNA 3.78
lcos-mRN/ -2.55
Cd80-mRN 3.74
Ms4al-mF 3.94
Nos2-mRN 5.81
Serpingl-r -4.46
Cd79b-mR -4.58
Bcl3-mRN/ 2.55
Ccl20-mRP -4.25
Ikzf2-mRN 4.2
Ifitm1-mRlI 4.17
Ccr9-mRN, -3.82
Xcl1-mRN/ -3.93
Spn-mRNA -1.79
Tnfrsflb-n 2.15
Lta-mRNA 2.83
Ltb-mRNA 2.66

0.000172 TNF Famil NM_009006.2:666
0.000177 Apoptosis NM_008799.2:837

Cytokine SNM_009399.3:3870
Cytokine SNM_012057.3:1826

0.000371 Apoptosis, NM_009812.2:1463

Cytokine SNM_015766.2:1015

0.000449 Adaptive IINM_009045.4:645
0.000582 Adaptive Il NM_008054.2:1030

Cell Adhes NM_021334.2:3773
Cytokine SNM_010554.4:225
Cytokine SNM_008518.2:163
Cytokine SNM_008372.3:1020
Cytokine SNM_031252.1:360
Cytokine SNM_001164735.1:1225

Gene.sets probe.ID

Cytokine SNM_015766.2:1015
Cytokine SNM_031168.1:40
Lymphocy NM_183031.2:238
Cytokine S NM_009969.4:452
ChemokinitNM_017466.4:655
Host-pathcNM_010188.5:1175
Lymphocy NM_009846.2:584

0.000799 Adaptive IINM_010494.1:375

Phagocyto NM_019980.1:1100

0.00108 Adaptive INM_016659.3:105
0.00149 Adaptive INM_008528.4:1546

Innate Imr NM_133212.2:110
Host-pathc NM_007800.1:785
Cytokine SNM_001252651.1:1294
Innate Imr NM_008329.2:1296

0.00187 Adaptive INM_001043317.2:865
0.00211 Adaptive INM_009896.2:1020

Cytokine SNM_010548.1:985
Cell Adhes NM_017480.1:142

0.00256 Adaptive INM_009855.2:210

Lymphocy NM_007641.5:166
Cytokine SNM_010927.3:3715
Compleme NM_009776.3:1480

0.00394 Adaptive IINM_008339.2:330

Lymphocy NM_033601.3:1620
ChemokinitNM_016960.1:120

0.00559 TranscriptiNM_011770.4:7230
0.00578 Adaptive INM_001112715.1:412

Chemokinit NM_009913.6:820

0.00807 ChemokiniNM_008510.1:103
0.00816 Cell Adhes NM_001037810.1:726
0.00834 Cytokine SNM_011610.3:3270
0.00834 Cytokine SNM_010735.1:1115
0.00891 Cytokine SNM_008518.2:163
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