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Legend 

 

Fig. S1. Sequences of the synthetic oligomers used to create the indicated gBlocks. Each targeted SARS-

CoV-2 region from the Orf1ab, Spike, E (envelope), and N (nucleocapsid) genes (according to the 

Wuhan-Hu-1 genome reference sequence and mutant derivatives) were designed accompanied with a T7 

promoter sequence (bold) at their 5’ends.   
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Supplemental Figure 1. Sets of oligonucleotide primers 

---------------------------- 

Orf1ab forward and reverse (strain L) 

5'-TAATACGACTCACTATAGGATGGTGGTGTCACTCGTGACATAGCATCTACAGATACTTGTTTTGCTAACAAACATGCTGATTTTGACACATGGTTTAGCC

AGCGTGGTGGTAGTTATACTAATGACAAAGCTTGCCCATTGATTGCTGCAGTCATAACA-3' 

5'-TGTTATGACTGCAGCAATCAATGGGCAAGCTTTGTCATTAGTATAACTACCACCACGCTGGCTAAACCATGTGTCAAAATCAGCATGTTTGTTAGCAAAA

CAAGTATCTGTAGATGCTATGTCACGAGTGACACCACCATCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

Orf1ab forward and reverse (strain S) 

5'-TAATACGACTCACTATAGGATGGTGGTGTCACTCGTGACATAGCATCTACAGATACTTGTTTTGCTAACAAACATGCTGATTTTGACACATGGTTTAGTC

AGCGTGGTGGTAGTTATACTAATGACAAAGCTTGCCCATTGATTGCTGCAGTCATAACA-3' 

5'-TGTTATGACTGCAGCAATCAATGGGCAAGCTTTGTCATTAGTATAACTACCACCACGCTGACTAAACCATGTGTCAAAATCAGCATGTTTGTTAGCAAAA

CAAGTATCTGTAGATGCTATGTCACGAGTGACACCACCATCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

 

Spike D614 forward and reverse 

5'-TAATACGACTCACTATAGGCTTGACATTACACCATGTTCTTTTGGTGGTGTCAGTGTTATAACACCAGGAACAAATACTTCTAACCAGGTTGCTGTTCTT

TATCAGGATGTTAACTGCACAGAAGTCCCTGTTGCTATTCATGCAGATCAACTTACTCCTACTTGGCGTGTTTATTCTACAGGTTCTAATGTTT-3' 

5'-AAACATTAGAACCTGTAGAATAAACACGCCAAGTAGGAGTAAGTTGATCTGCATGAATAGCAACAGGGACTTCTGTGCAGTTAACATCCTGATAAAGAAC

AGCAACCTGGTTAGAAGTATTTGTTCCTGGTGTTATAACACTGACACCACCAAAAGAACATGGTGTAATGTCAAGCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

Spike 614G forward and reverse 

5'-TAATACGACTCACTATAGGCTTGACATTACACCATGTTCTTTTGGTGGTGTCAGTGTTATAACACCAGGAACAAATACTTCTAACCAGGTTGCTGTTCTT

TATCAGGGTGTTAACTGCACAGAAGTCCCTGTTGCTATTCATGCAGATCAACTTACTCCTACTTGGCGTGTTTATTCTACAGGTTCTAATGTTT-3' 

5'-AAACATTAGAACCTGTAGAATAAACACGCCAAGTAGGAGTAAGTTGATCTGCATGAATAGCAACAGGGACTTCTGTGCAGTTAACACCCTGATAAAGAAC

AGCAACCTGGTTAGAAGTATTTGTTCCTGGTGTTATAACACTGACACCACCAAAAGAACATGGTGTAATGTCAAGCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

 

Spike N501 forward and reverse 

5'-TAATACGACTCACTATAGGAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAGCACACCTTGTAATGGTGTTGAAGGTTTTAATTGTT

ACTTTCCTTTACAATCATATGGTTTCCAACCCACTAATGGTGTTGGTTACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTACATGCACCAGCAAC

TGTTTGTGGACC 

5'-GGTCCACAAACAGTTGCTGGTGCATGTAGAAGTTCAAAAGAAAGTACTACTACTCTGTATGGTTGGTAACCAACACCATTAGTGGGTTGGAAACCATATG

ATTGTAAAGGAAAGTAACAATTAAAACCTTCAACACCATTACAAGGTGTGCTACCGGCCTGATAGATTTCAGTTGAAATATCTCTCTCAAAAGGTTCCTATAG

TGAGTCGTATTA-3' 

---------------------------- 

Spike 501Y forward and reverse 

5'-TAATACGACTCACTATAGGAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAGCACACCTTGTAATGGTGTTGAAGGTTTTAATTGTT

ACTTTCCTTTACAATCATATGGTTTCCAACCCACTTATGGTGTTGGTTACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTACATGCACCAGCAAC

TGTTTGTGGACC 

5'-GGTCCACAAACAGTTGCTGGTGCATGTAGAAGTTCAAAAGAAAGTACTACTACTCTGTATGGTTGGTAACCAACACCATAAGTGGGTTGGAAACCATATG

ATTGTAAAGGAAAGTAACAATTAAAACCTTCAACACCATTACAAGGTGTGCTACCGGCCTGATAGATTTCAGTTGAAATATCTCTCTCAAAAGGTTCCTATAG

TGAGTCGTATTA-3' 

---------------------------- 

 

E Sarbeco forward and reverse 

5'-TAATACGACTCACTATAGGATGTACTCATTCGTTTCGGAAGAGACAGGTACGTTAATAGTTAATAGCGTACTTCTTTTTCTTGCTTTCGTGGTATTCTTG

CTAGTTACACTAGCCATCCTTACTGCGCTTCGATTGTGTGCGTACTGCTGCAATATTGTTAACGTGAGTCTTGTAAAACCTTCTTTTTACGTTTACTCTCGTG

TTAAAAATCTGAATTCTTCTAGAGTTCCTGATCTTCTGGTCTAA-3' 

5'-TTAGACCAGAAGATCAGGAACTCTAGAAGAATTCAGATTTTTAACACGAGAGTAAACGTAAAAAGAAGGTTTTACAAGACTCACGTTAACAATATTGCAG

CAGTACGCACACAATCGAAGCGCAGTAAGGATGGCTAGTGTAACTAGCAAGAATACCACGAAAGCAAGAAAAAGAAGTACGCTATTAACTATTAACGTACCTG

TCTCTTCCGAAACGAATGAGTACATCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

 

N LSPQ forward and reverse 

5'-TAATACGACTCACTATAGGGTTTGGTGGACCCTCAGATTCAACTGGCAGTAACCAGAATGGAGAACGCAGTGGGGCGCGATCAAAACAACGTCGGCCCCA

AGGTTTACCCAATAATACTGCGTCTTGGTTCACCGCTCTCACTCAACATGGCAAGGAAGACCTTAAATT-3' 

5'-AATTTAAGGTCTTCCTTGCCATGTTGAGTGAGAGCGGTGAACCAAGACGCAGTATTATTGGGTAAACCTTGGGGCCGACGTTGTTTTGATCGCGCCCCAC

TGCGTTCTCCATTCTGGTTACTGCCAGTTGAATCTGAGGGTCCACCAAACCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

 

B2M exons 2-3 forward and reverse 

5'-TAATACGACTCACTATAGGGTACTCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGT

TTCATCCATCCGACATTGAAGTTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAAGGACTGGTCTTTCTATCT

CTTGTACTACACTGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTCACAGCCCAAGATAGTTAAGTGGGATCGAGAC

ATGTAAGCAGCATCATGGAG-3' 

5'-CTCCATGATGCTGCTTACATGTCTCGATCCCACTTAACTATCTTGGGCTGTGACAAAGTCACATGGTTCACACGGCAGGCATACTCATCTTTTTCAGTGG

GGGTGAATTCAGTGTAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTC

AACTTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTA

CCCTATAGTGAGTCGTATTA-3' 

---------------------------- 

Bold sequences indicate T7 promoter sequence that was used for RNA synthesis 
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