NSGEpGApGSKGDTGAKGEpGPVGV

99915883  2946,36 2993  1,73E05  1,05E-02 8,96 58,32 0,1536 QGPpGPAG COL1A1 Collagen alpha-1(1) chain P02452 432 464

99910985  2153,97 32,91  2,27E-05  1,05E-02 43,83 86,99  0,5039 NSGEKGDQGFQGQPGFPGPPGP COL16A1  Collagen alpha-1(XVI) chain ABNDRY 1145 1166

99907573  1728,76 36,62  4,45E-06  1,05E-02 92,15 292,94  0,3146 ESVVLEPEAT X3CL1 Fractalkine 0O-Glycan T10(OGlycan / 656.2276) P78423 123 132

99911683  2250,08 2251  1,95E-05  1,05E-02 280,11 1297,09  0,2160

99917739  3372,52 2562  1,54E-05  1,05E-02 15,68 116,68  0,1344

99918718 3665,71 31,83  9,85E-06  1,05E-02 4,36 46,68  0,0934

99920734 49442 30,31 1,18E-05  1,05E-02 3,57 36,93  0,0967

99918629  3635,65 31,56  2,88E-05  1,16E-02 160,99 388,03 0,4149

99910668  2103,96 33,08  6,71E-05  1,23E-02 1497,39 2131,3  0,7026 GpPGEAGKpGEQGVpGDLGAPGp  COL1A1 Collagen alpha-1(1) chain P02452 650 672
DLQVGQVELGGGPGAGSLQPLALEG

99914456  2689,42 4592  500E-05  1,23E-02 28,16 450,67  0,0625 SLQ INS Insulin P01308 60 87

99910592  2089,97 39,22  6,88E-05  1,23E-02 19,09 82,98  0,2301

99912421  2344,03 33,58  4,13E-05  1,23E-02 15,51 90,66 0,171

99915468  2865,1 39,66  592E-05  1,23E-02 18,62 68,15  0,2732

99917538  3324,49 39,06  6,41E-05  1,23E-02 8,8 90,34 0,0974

99918018  3453,53 36,6  6,35E-05  1,23E-02 2,45 33,82 0,0724

99918639  3638,69 31,88 3,57E-05  1,23E-02 4,38 50,27  0,0871

99918781  3685,73 32,58  500E-05  1,23E-02 3,39 2962 0,144

99920573  4743,13 29,85  4,67E05  1,23E-02 9,06 59,19  0,1531

99904786  1419,66 28,74  7,40E-05  1,25E-02 69,59 122,18  0,5696 SpGSPGPDGKTGPPGP COL1A1 Collagen alpha-1(1) chain P02452 543 559
AGRpGEVGPpGPpGPAGEKGSPGAD

99917505  3318,52 30,97  1,04E-04  157E-02 122,02 283,96  0,4297 GPAGAPGTpGPQG COL1A1 Collagen alpha-1(1) chain P02452 916 953
GPpGppGRDGEDGPTGPpGPPGPPG

99917388  3288,52 36,49  1,02E-04  157E-02 99,88 204,59  0,4882 PPGLGGNFAAQ COL1A2 Collagen alpha-2(1) chain P08123 45 80

99918367  3553,62 31,11 1,07E-04  1,57E-02 3,31 49,02 0,0675
EAEDLQVGQVELGGGPGAGSLQPLA

99916194  3018,54 4591  1,26E-04  1,67E-02 26,62 623,15  0,0427 LEGSLQ INS Insulin P01308 57 87

99911505  2227,97 33,25  1,27E-04  1,67E-02 51,36 147,53 0,3481

99903183  1250,64 20,58  1,43E04  1,67E-02 629,63 313544  0,2008

99911548  2234,01 2244  142E04  1,67E-02 31,8 134,62 0,2362

99912656  2376,1 2713  1,45E-04  1,67E-02 20,56 76,86  0,2675

99918919  3739,67 32,26  1,31E-04  1,67E-02 2,68 18,87  0,1420

99910573  2087,96 32,87  1,51E-04  1,68E-02 987,11 1499,34  0,6584 GPpGEAGKpGEQGVPGDLGAPGP  COL1A1 Collagen alpha-1(1) chain P02452 650 672

99917952  3435,56 36,6  1,60E-04  1,72E-02 9,53 48,51  0,1965

99912693  2382,14 19,8 1,69E-04  1,75E-02 31,22 51,49  0,6063 GPAGpPGKAGEDGHPGKpGRpGERG COL1A2 Collagen alpha-2(1) chain P08123 133 157

99908756  1860,87 2297  1,77E-04  1,78E-02 0,95 44,04 0,0216

99908185  1793,89 32,41 1,88E-04  1,79E-02 108,3 412,91 0,2623 EEAPSLRPAPPPISGGGY FGB Fibrinogen beta chain P02675 54 71

99910730  2112,93 2429  1,85E-04  1,79E-02 14,13 11563  0,1222
pPGADGQPGAKGEpGDAGAKGDAGD

99914501  2697,23 2913 1,95E-04  1,79E-02 98,36 152,89  0,6433 PGPAGP COL1A1 Collagen alpha-1(1) chain P02452 816 846

99909057  1892,85 31,7  2,08E-04  1,86E-02 3,49 35,74  0,0976 GpAGATGDRGEAGAAGPAGPAGP  COL1A2 Collagen alpha-2(1) chain P08123 685 707

99903148  1247,65 2165  2,92E-04  2,34E-02 1279,9 275,75  4,6415 FMGKVVNPTQK SERPINA1  Alpha-1-antitrypsin P01009 408 418

99910838  2130,97 32,98  2,98E-04  2,34E-02 25,77 61,51  0,4190 GpTGpIGPpGPAGQPGDKGEGGAP  COL3A1 Collagen alpha-1(lll) chain P02461 762 785

99909549  1950,87 21,35  2,87E-04  2,34E-02 13,86 69,28  0,2001

99912995  2432,07 26,66  2,97E-04  2,34E-02 25,33 122,47 0,2068

99917291  3266,48 2996  2,79E-04  2,34E-02 26,64 90,2  0,2953

99908885  1873,97 21,51  3,13E-04  240E-02 3223,72 6243,43  0,5163 AAHLPAEFTPAVHASLDK HBA1 Hemoglobin subunit alpha P69905 111 128
PpGESGREGApGAEGSpGRDGSpGA

99917047  3209,43 2273  3,33E04  242E-02 2828,47 4810,36  0,5880 KGDRGETGP COL1A1 Collagen alpha-1(1) chain P02452 1008 1041

99906068  1567,71 2023  3,54E-04  2,42E-02 326,45 545,87  0,5980 NDGApGKNGERGGpGGP COL3A1 Collagen alpha-1(ll) chain P02461 586 602

99909564  1952,92 32,32 3,60E-04  2,42E-02 18,51 96,54 0,1917 GEKGpSGEAGTAGPpGTpGPQG COL1A2 Collagen alpha-2(1) chain P08123 844 865

99913909  2597,36 2332  3,52E-04  2,42E-02 902,04 5019,41  0,1797 EKSAVTALWGKVNVDEVGGEALGRL HBB Hemoglobin subunit beta P68871 8 32

99916383  3057,39 29,96  3,38E-04  2,42E-02 195,04 357,31 0,5459

99919269  3864,86 33,44  3,28E-04  242E-02 10,11 68,4 0,1478

99913224  2476,19 349  3,72E-04  244E-02 17,26 81,98  0,2105

99917882  3414,56 31,07  3,85E-04  248E-02 4,59 31,78 0,1444

99906402  1605,73 29,89 4,03E-04 2,54E-02 11,3 57,83  0,1954 WQGVEVGEAGQGKDF HSPG2 Basement membrane-specific heparan su P98160 4245 4259



AGppGEAGKPGEQGVpGDLGApPGPS

99912198  2319,04 33,85 4,17E-04 2,54E-02 134,56 344,73  0,3903 G COL1A1 Collagen alpha-1(l) chain P02452 649 674
99918626  3634,67 31,66 4,14E-04 2,54E-02 4,7 44,85 0,1048
99915805  2932,32 33,99 4,35E-04 2,60E-02 58,29 90,57  0,6436
99908447  1822,83 26,99 4,45E-04 2,60E-02 66,18 155,47  0,4257
99917721  3367,71 22,57 4,68E-04 2,65E-02 590,22 1210,09  0,4877
99919422  3943,83 33,54 4,63E-04 2,65E-02 52,36 158,2  0,3310
GpTGATGDKGPPGPVGPPGSNGpVG
99913650  2554,19 34,51 4,78E-04 2,66E-02 20,96 63,72  0,3289 EpGP COL5A2 Collagen alpha-2(V) chain P05997 1020 1048
99917270 3262,5 22,36 4,89E-04 2,67E-02 10,28 54,77  0,1877
99905463  1496,66 29,71 5,69E-04 2,76E-02 60,81 258,26  0,2355 ApGDKGESGPSGPAGPT COL1A1 Collagen alpha-1(l) chain P02452 77 793
PpGADGQpGAKGEPGDAGAKGDAGP
99913207  2472,12 27,95 6,00E-04 2,76E-02 57,36 103,28  0,5554 pGP COL1A1 Collagen alpha-1(l) chain P02452 816 843
99910386  2062,93 26,46 5,92E-04 2,76E-02 209,41 499,58  0,4192 DAGAPGApGGKGDAGApGERGpPG  COL3A1 Collagen alpha-1(lll) chain P02461 664 687
99911191  2185,96 32,91 5,53E-04 2,76E-02 98,01 218,86  0,4478 NSGEKGDQGFQGQpGFPGPpGP COL16A1 Collagen alpha-1(XVI) chain ABNDR9 1145 1166
99900553 927,44 24,07 5,98E-04 2,76E-02 580,19 1156,96  0,5015 GGSPKGDVDP FXYD2 Sodium/potassium-transporting ATPase s P54710 9 18
99901109  1010,52 20,72 5,50E-04 2,76E-02 23,32 346,13  0,0674
99911047  2164,99 43,03 5,65E-04 2,76E-02 5,46 68,53  0,0797
99917314  3272,52 36,28 5,61E-04 2,76E-02 40,36 87,65 0,4605
99918826  3702,71 32,53 5,93E-04 2,76E-02 89,25 225,83  0,3952
99919105  3801,72 37,77 5,89E-04 2,76E-02 5,33 39,39 0,1353
99919316  3887,82 27,55 5,72E-04 2,76E-02 3,82 32,24 0,1185
99908104  1783,78 39,77 6,25E-04 2,84E-02 91,88 202,46  0,4538
AVGPPGFAGEKGpSGEAGTAGPpGTp
99913164 24641 34,15 6,61E-04 2,84E-02 113,13 92,82 11,2188 GP COL1A2 Collagen alpha-2(l) chain P08123 836 863
99910976  2152,97 32,92 6,72E-04 2,84E-02 21,35 70,46  0,3030 TpGVAGpSGEPGMpGKDGQNGVP COL9A3 Collagen alpha-3(IX) chain Q14050 290 312
99912718  2386,08 34,19 6,49E-04 2,84E-02 28 64,58 0,4336
99914760  2747,35 20,81 6,78E-04 2,84E-02 220,96 1493,22  0,1480
99918784  3686,73 32,53 6,40E-04 2,84E-02 11 72,93 0,1508
99919540 4005,8 32,96 6,79E-04 2,84E-02 410,12 764,69 0,5363
99907138  1684,79 40,49 7,25E-04 3,00E-02 59,49 275,66  0,2158
99910883  2137,99 25,72 7,40E-04 3,02E-02 126,13 413,11 0,3053
99909989  2007,94 22,12 7,86E-04 3,05E-02 1485,21 2385,94  0,6225 DGESGRpGRpGERGLpGPpG COL3A1 Collagen alpha-1(lll) chain P02461 230 249
99905087  1448,79 20,38 7,83E-04 3,05E-02 4700,13 22065,97  0,2130 VVAGVANALAHKYH HBB Hemoglobin subunit beta P68871 134 147
99918914 3738,7 32,31 7,74E-04 3,05E-02 6,68 37,91 0,1762
99918948  3750,71 32,47 7,79E-04 3,05E-02 2,83 24,13  0,1173
99919577  4021,82 32,79 8,07E-04 3,10E-02 139,25 325,06 0,4284
99904702  1410,65 23,91 8,18E-04 3,10E-02 4,27 20,24  0,2110
99908978 1882,8 20,24 8,53E-04 3,20E-02 11364,24 16164,79  0,7030 DEAGSEADHEGTHSTKRG FGA Fibrinogen alpha chain P02671 605 622
99918452  3576,72 32,33 8,66E-04 3,21E-02 3,37 40,69 0,0828
99920285  4438,98 32,58 8,77E-04 3,21E-02 26,38 128,11 0,2059
ADGQPGAKGEpGDAGAKGDAGPPGP
99918536  3603,69 32,96 9,01E-04 3,23E-02 16,25 70,61 0,2301 AGpAGpPGPIGNVGApG COL1A1 Collagen alpha-1(l) chain P02452 819 860
99908775  1863,02 21,13 9,00E-04 3,23E-02 586,64 2364,94  0,2481
99911013  2158,97 33,2 9,37E-04 3,28E-02 1350,32 1939,68  0,6962 AGpPGEAGKpGEQGVPGDLGApGP  COL1A1 Collagen alpha-1(l) chain P02452 649 672
99908539  1835,84 24,19 9,37E-04 3,28E-02 3721,37 3915,51 0,9504 ApGApGGKGDAGApGERGpPG COL3A1 Collagen alpha-1(lll) chain P02461 667 687
99908574  1840,83 42,16 9,49E-04 3,29E-02 44 150,43  0,2925 SGETGPAGppGNPGPPGPpGP COL2A1 Collagen alpha-1(ll) chain P02458 1193 1213
99906609 1626,7 29,75 9,74E-04 3,31E-02 1675,91 24,77 67,6589 DPEVRPTSA APOC3 Apolipoprotein C-lll O-Glycan T7(OGlycan / 656.2276) P02656 88 96
FAGPpGADGQpGAKGEpGDAGAKGD
99914847  2763,24 28,92 9,73E-04 3,31E-02 53,31 81,27  0,6560 AGPpGP COL1A1 Collagen alpha-1(l) chain P02452 813 843
99908005  1771,79 31,07 1,01E-03 3,37E-02 109,64 273,59  0,4007 TGPAGRpGEVGPpGPpGPAG COL1A1 Collagen alpha-1(l) chain P02452 913 932
ADGQpGAKGEpGDAGAKGDAGpPGP
99916606  3108,46 31,19 1,07E-03 3,37E-02 309,1 543,31 0,5689 AGPAGPpGPIG COL1A1 Collagen alpha-1(l) chain P02452 819 854
FAGpPGADGQpGAKGEQGEAGQKGD
99916656  3121,43 30,16 1,08E-03 3,37E-02 669,67 1147,16  0,5838 AGApGpQGP COL2A1 Collagen alpha-1(ll) chain P02458 835 868
pPGAKGQEGAHGAPGAAGNPGAPGH
99916219  3023,39 24,66 1,10E-03 3,37E-02 285,78 576,19  0,4960 VGAPGPSGpP COL22A1 Collagen alpha-1(XXIl) chain Q8NFW1 899 933
99905466  1496,68 39,73 1,11E-03 3,37E-02 126,21 281,65 0,4481 QGPAGPpGPpGPpGPpG COL1A2 Collagen alpha-2(1) chain P08123 1086 1102

99909700  1969,89 32,45 1,10E-03 3,37E-02 13,64 83,13  0,1641 FAGEKGPSGEAGTAGPpGTpGP COL1A2 Collagen alpha-2(1) chain P08123 842 863
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1947,88
1731,73
2109,94
2363,95

1824,8
2191,94
1486,67

2926,3
1349,7
1631,77

3343,57
1269,6

22,44
31,42
38,36
32,74

21,4
21,04

31,7
29,64
26,62
31,94

33,8
32,58
20,74
30,36
32,37
28,99

20,6
39,58

31,95
32,53
27,86
31,42
33,64
21,26

32,9
39,48

25,7

20,85
21,81
32,81
35,69
30,48

23,79

2,01E-03
2,02E-03
2,00E-03
2,03E-03
2,05E-03
2,05E-03
2,12E-03
2,11E-03
2,13E-03
2,14E-03

2,27E-03
2,26E-03
2,26E-03
2,21E-03
2,26E-03
2,22E-03
2,34E-03
2,39E-03

2,36E-03
2,35E-03
2,32E-03
2,39E-03
2,40E-03
2,31E-03
2,37E-03
2,47E-03

2,46E-03

2,50E-03
2,45E-03
2,53E-03
2,49E-03
2,47E-03
2,52E-03
2,54E-03
2,57E-03

2,68E-03
2,64E-03
2,65E-03
2,66E-03
2,67E-03
2,70E-03
2,75E-03
2,74E-03
2,74E-03
2,84E-03
2,84E-03
2,87E-03

2,93E-03
2,92E-03
2,92E-03

2,98E-03
3,04E-03

4,08E-02
4,08E-02
4,08E-02
4,08E-02
4,09E-02
4,09E-02
4,16E-02
4,16E-02
4,16E-02
4,16E-02

4,25E-02
4,25E-02
4,25E-02
4,25E-02
4,25E-02
4,25E-02
4,27E-02
4,27E-02

4,27E-02
4,27E-02
4,27E-02
4,27E-02
4,27E-02
4,27E-02
4,27E-02
4,31E-02

4,31E-02

4,31E-02
4,31E-02
4,31E-02
4,31E-02
4,31E-02
4,31E-02
4,32E-02
4,34E-02

4,41E-02
4,41E-02
4,41E-02
4,41E-02
4,41E-02
4,43E-02
4,43E-02
4,43E-02
4,43E-02
4,53E-02
4,53E-02
4,56E-02

4,58E-02
4,58E-02
4,58E-02

4,65E-02
4,66E-02

755,13
6,86
6,96
5,26

164,28

30,29

64,6
54,68
93,15
38,03

324,39
349,27
7,97
13,56
120,58
21,5
1614,45
157,27

928,71
195,25
37,27
83,87
41,46
78,94
2,26
17,87

725,36

26615,31
138,33
38,29
5,88
28,38
116,34
41,44
49,41

9720,5
56,7
54
35,45
12,24
390,54
67,27
9,46
5,69
13,49
13,71
470,27

210,52
191,99
41,69

98,93
157,99

81,14
525,33

1468,81
337,92
115,39
173,96

95,18
672,42
40,48
106,85

1195,37

53961,55
1269,05
78,94
36,47
90,35
334,17
125,75
99,06

13699,3
229,98
32,44
128,29
44,08

0,3635
0,2893
0,1308
0,1893
0,5459
0,1911
0,4779
0,3568

19,8971
0,2994

0,6323
0,5778
0,3230
0,4821
0,4356
0,174
0,0558
0,1672

0,6068
0,4932

0,1090
0,4851

AAHLPAEFTPAVH

ANGApGNDGAKGDAGApGApGSQGA

PG

LENEDRRSASLHLPKLSITG

GPpGPpGpPGPpGPPSAG

PpGPAGFAGPPGADGQPGAKGEpGD

AGAKGDAGPPGPAGP

SNGNPGppGPSGSpGKDGPPGp

GPpGPpGpPGPPGPPSAG

AAGEpGKAGERGVpGPpGAVGPAGK

DGEAGAQGPPGP

VLSPADKTNVKAAWGKVGAHAGEYG

AEALER
SDGLAHLDNLKG

ERGEAGIpGVpGAKGEDGKDGSpGEp

GANG

EGGKGAAGpPGPpGAAGTpGLQG

ESGREGAPGAEGSPGRDGSpGAKGD

RGETGp
VAGVANALAHKYH

pPGADGQPGAKGEpGDAGAKGDAGP

pGPAGPAGPPGPIG

HBA1

COL1A1

SERPINA1
COL1A1

COL1A1
COL3A1

COL1A1

COL1A1

HBA1
HBD

COL3A1

COL3A1

COL1A1
HBD

COL1A1

Hemoglobin subunit alpha

Collagen alpha-1(l) chain

Alpha-1-antitrypsin
Collagen alpha-1(l) chain

Collagen alpha-1(l) chain
Collagen alpha-1(Ill) chain

Collagen alpha-1(l) chain
Collagen alpha-1(l) chain

Hemoglobin subunit alpha
Hemoglobin subunit delta

Collagen alpha-1(ll) chain

Collagen alpha-1(lll) chain

Collagen alpha-1(l) chain
Hemoglobin subunit delta

Collagen alpha-1(l) chain

P69905

P02452

P01009
P02452

P02452
P02461

P02452

P02452

P69905
P02042

P02461

P02461

P02452
P02042

P02452

11

699

300
1178

807
886

1178

588

73

448

704

1011
135

816

123

725

319
1195

846
907

1195

624

32
84

477

726

1041
147

854



99917659  3352,54 26,53  3,02E03  4,66E-02 99,48 378,82  0,2626

99918584  3619,66 31,67  3,03E-03  4,66E-02 135,68 277,71 0,4886

99915349  2844,29 217  3,05E-03  4,66E-02 221,86 20,65 10,7438

99917537  3324,48 2551  3,08E-03  4,68E-02 30,05 98,35  0,3055

99913553  2538,16 34,44  3,14E-03  4,71E-02 156,86 5829  2,6910

99916756 314547 38,74  3,13E-03  4,71E-02 777,19 1325,33  0,5864

99917441 33026 2326  3,11E03  4,71E-02 19,9 71,05  0,2801
FAEEKAVADTRDQADGSRASVDSGSS

99919446  3956,83 2482  3,20E03  4,71E-02 35,36 136,56  0,2589 EEQGGSSRALVST PIGR Polymeric immunoglobulin receptor P01833 605 643

99906229  1584,73 2545  3,19E03  4,71E-02 12,99 44,45  0,2922

99916897  3177,47 21,87  3,18E-03  4,71E-02 1237,54 331,17 3,7369

99919778  4112,86 246  3,16E-03  4,71E-02 5,92 26,51 0,2233

99910142  2030,92 21,84  3,33E03  4,80E-02 660,89 584,91  1,1299 EGSpGRDGSpGAKGDRGETGp COL1A1 Collagen alpha-1(1) chain P02452 1021 1041
GPpGESGREGAPGAEGSpGRDGSPG

99917221  3250,4 2262  3,31E03  4,80E-02 152,78 385,82  0,3960 AKGDRGETGp COL1A1 Collagen alpha-1(1) chain P02452 1007 1041
PGPSGEKGETGDVGPMGppGpPGpR

99914885  2769,25 2925  3,31E03  4,80E-02 411 5822  0,7059 GPAGP COL11A2  Collagen alpha-2(XI) chain P13942 1161 1190

99907949  1765,84 259  3,34E-03  4,80E-02 219,26 498,56  0,4398

99917908  3422,56 2558  3,32E-03  4,80E-02 500,38 939,83  0,5324

99911257  2193,96 2216  3,37E-03  4,82E-02 29,27 327 89511

99913186  2468,28 20,94  3,39E-03  4,84E-02 937,78 1896,01  0,4946 VLSPADKTNVKAAWGKVGAHAGEY  HBA1 Hemoglobin subunit alpha P69905 2 25
PpGADGQpGAKGEpGDAGAKGDAGP

99913673  2559,15 281  3,41E-03  4,84E-02 70,91 1264  0,5610 pGPA COL1A1 Collagen alpha-1(1) chain P02452 816 844

99905651  1519,69 2258  3,48E-03  4,90E-02 41,29 83,47  0,4947

99912700  2383,24 19,92 3,54E-03  4,90E-02 334,96 3452,61  0,0970

99916935  3186,37 35,63  3,55E-03  4,90E-02 23,01 67,28  0,3420

99917757  3377,65 314  3,50E-03  4,90E-02 59,64 141,27 0,4222

99919640  4046,85 33,12  3,54E-03  4,90E-02 8,94 3561 0,251

99920303  4453,9 24,73 3,54E03  4,90E-02 15,08 51,71 0,2916

99910135  2029,94 21,76  3,58E-03  4,91E-02 371,7 234,35 1,5861 SGNAGPpGPpGPAGKEGGKGPRG ~ COL1A1 Collagen alpha-1(1) chain P02452 889 911

99906157  1576,88 19,62  3,58E-03  4,91E-02 661,41 3372,98  0,1961 KVVAGVANALAHKYH HBD Hemoglobin subunit delta P02042 133 147

99916259  3032,32 21,13 3,66E-03  4,97E-02 1900,73 35,76 53,1524

99917049 321044 30,38 3,66E-03 4,97E-02 6,68 40,48  0,1650




