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Supplementary information, Fig. S2. Transcriptional dynamics of structural niche cells in 

the developing FL. a Enriched gene ontology (GO) terms in endothelial cells during FL 

development. b Dot plots of enriched DEGs in endothelial cells during FL development. c 

Enriched GO terms in stromal cells during FL development. d Dot plots of enriched DEGs in 

stromal cells during FL development. e Enriched GO terms in hepatoblasts during FL 

development. f Dot plots of enriched DEGs in hepatoblasts during FL development. 

 


