Supplementary information, Fig. S9
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Supplementary information, Fig. S9. Transcriptomic definition of macrophagel and
macrophage2 with different origins. a Violin plot showing the signature gene expression of
Macl and Mac2. Macl, macrophagel; Mac2, macrophage2. b Trajectory analysis by PHATE
reconstructing the lineage differentiation from HSCs/MPPs and myeloid progenitors to
macrophages. ¢ Pearson correlation analysis of Macl, Mac2, HSC/MPP1, HSC/MPP2, and
HSC/MPP3. d Pearson correlation analysis of Macl, Mac2, HSC-derived macrophages, and
EMP-derived macrophages. EMP, erythro-myeloid progenitors. The transcriptomic data of
HSC-derived macrophages and EMP-derived macrophages were derived from the published
study™. e Violin plot showing the signature gene expression of HSC-derived macrophages and

EMP-derived macrophages.





