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Supplemental Figure 2: (A) Total ion chromatogram (TIC) intensities for each of the replicates of 
RA957 (normal, 3x and 5x diluted) DIA measurements is provided. (B) Comparison of averaged 
Log2(AUC) values of all identified peptides in RA957 normal, 3x and 5x diluted DIA replicates without 
global intensity normalization. Quantitative reproducibility of the RA957 immunopeptidomes 
measured by DIA (C) and by DDA (D) without global intensity normalization. Pearson Correlation 
values (r) are provided. 


