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Supplementary Figure 5

60

50

UMI capture efficiency relative to the first milion reads
0

o
~—
]
o p—
6000 | T T T T |
0 20 40 60 80 100
% of sequenced reads
4484 1978 8011 6487 1175
S £ o S £ o S
3 s 3 s s 3
8 o & 3 & 8 o
T T T T T
-03 -01 01 03 -03 -01 01 03 -03 -01 01 03 -03 -01 01 03 -03 -01 01 03
Res Mod Score Res Mod Score Res Mod Score Res Mod Score Res Mod Score
1966 3595 8812 2009
S £ o S £ o
i z g s s z g
T T T T
-03 -01 01 03 -03 -01 01 03 -03 -01 01 03 -03 -01 01 03
Res Mod Score Res Mod Score Res Mod Score Res Mod Score
e RNA catabolic process| @
DNA replication [ J
DNA conformation change o
nucleoside triphosphate metabolic process o
nucleoside monophosphate metabolic process o
cotranslational protein targeting to membrane ° )
protein localization to endoplasmic reticulum{ e G.e"e:::"’
mitotic nuclear division{ @ ® oo
sister chromatid segregation ® @ o100
negative regulation of cell cycle process o !
regulation of translation ® ® aae!
histone modification ) 0.0005
regulation of mMRNA metabolic process ) o010
intracellular receptor signaling pathway ) 0.0015
antigen receptor-mediated signaling pathway .
lymphocyte differentiation °
response to oxygen levels )
regulation of chromatin organization °
cellular response to oxidative stress °
regulation of myeloid cell differentiation °
up ir; sens up i.n res

most
resistant

PC score

most
sensitive

o-

3+
o

0
Lo |

©©

[&]
-

o
R*QH

o

N

sens res  Ssen res  sens res  Sens res  Sens res  sens

res

sens res

4662R 4483R 8010R 6806R 1702N

1977N

635N

cell cycle

phase
G2M

L)
mG1




