Table S1 Overview of the black soldier fly antimicrobial peptide library.

Peptide Sequence Purity Modification pl Molar Mass
(%) (g/mol)

Alol-like

Hill-Alo1 CINNGDGCQPDGRQGNCCSGYCHKEPGWVTGYCR 90.94 - 6.67 3679.04

Hill-Alo2 CIANGNGCQPDGRQGNCCSGFCYKQRGWVAGYCRRR 95.69 - 8.77 3985.5
Diptericin fragment

Hill-Dip1 ASVPEPADLREAFETEDAIYIPISIEEANRLRLPR 92.77 - 4.04 3982.41

Hill-Dip2 SAPKLEEESALSYIPDAAEAEIAEPASSHGRVRR 96.53 - 3.37 3637.92

Hill-Dip3 DVEQVLETEDAYYVPVSDEEAEVLRLPR 93.08 - 3.37 3264.5

Hill-Dip4 SIDDLTLSEDGEDHVEIITDDEVQRAKR 93.25 - 3.7 3199.35
Diptericin

Hill-Dip5 QLNIQGGGSPHSGFDLSVQGRAKIWESDNGRNTLYGTGQYGQH  Crude - 7.72 6928.42

LGGPYGNSEPSFGGGLMFSHRF
Hill-Dip6 QIFAQGGGSPGKGYDIYAQGRAKLWESQNQRNSLHGTASYSQH 90.00 - 10.28 6981.51
LGGPYGNSRPNVGGGLTFTHRF

Knottin-like

Hill-Knot1 IKCTASICTQICRILKYKCGYCASASRCVCLK 91.56 - 8.79 3531.37

Hill-Knot2 IKCVPSQCNQICRVLGKKCGYCKNASTCVCL 96.43 C-terminal amidation 8.81 3363.14

Hill-Knot3 RKCTASQCTRVCKKLGYKRGYCQSSTKCVC 90.22 - 9.8 3390.06
Defensin without SSP

Hill-Defl VTCDLLEPFLGPAPCMIHCIVRFRKRTGYCNSQNVCVCR 94.26 C-terminal amidation 8.41 4443.34

Hill-Def2a ATCDLLSPFKVGHAACAAHCIARGKRGGWCDKRAVCNCRK 93.75 - 9.26 4275.04

Hill-Def3 ATCTNWNCRTQCIARGKRGGYCVERNICKCTS 93.97 - 8.76 3597.16

Hill-Def4 ATCDLLSPFKVGHAACALHCIALGRRGGWCDGRAVCNCRR 92.58 - 8.43 4259

Hill-Def5 AMCDLLSGLNMGRSVCAMRCILKGHRGGWCDDQGVCNCRYV 91.95 - 7.84 4330.15

Hill-Def6 LSCLFENQAVSAIACGASCITRKGKRGGWCSNGVCRCTPN 90.56 - 8.42 4162.82

Hill-Def7 TTCDLISGTKIENIACAAHCIAMGHKGGYCNSNLICICR 93.94 - 7.46 4099.82

Hill-Def8 QLPCDYLSGLGFGEDACNTDCIAKGHKSGFCTGLVCRCRTL 92.20 - 6.66 4353.99
Defensin with SSP

Hill-Def2b ATCDLLSPFKVGHAACAAHCIARGKRGGWCDKRAVCNCRK 99.10 SS-Bridges: 3-36; 16- 9.26 4275.04

Linear peptide
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a The molecular weight (MW) and isoelectric point (pl) of the peptides were calculated using the online software at http://pepcalc.com/

b SS = disulfide bridges



http://pepcalc.com/

Table S2 IC50 values (concentrations causing 50% growth inhibition of the pathogen), MIC values (minimum inhibitory concentrations needed
for visual absence of bacterial growth), and MBC values (minimum concentrations needed for bactericidal activity) obtained in two individual

screenings: the first screening starting at 64uM, the second screening starting at 32 pM. Static = bacteriostatic activity.

IC50 (uM) MIC (uM) MBC (uM)
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Hill-Alo1 1 |> 64.00 > 6400 > 64.00 > 6400 > 6400 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 |> 3200 > 3200 > 3200 > 32.00 > 32.00 > 3200 |> 3200 > 3200 > 32.00 - - -

Hill-Alo2 1 |> 64.00 > 64.00 > 64.00 > 64.00 > 64.00 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 |> 3200 > 3200 > 3200 > 32.00 > 32.00 > 3200 |> 3200 > 3200 > 32.00 - - -

Hill-Dipl 1 32.00 > 64.00 > 64.00 > 64.00 > 64.00 > 6400 |> 6400 > 6400 > 64.00 - - -
2 |> 3200 > 3200 > 3200 > 32.00 > 32.00 > 3200 |> 3200 > 3200 > 32.00 - - -

Hill-Dip2 1 |> 64.00 > 6400 > 64.00 > 6400 > 6400 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 |> 3200 > 3200 > 3200 > 3200 > 3200 > 3200 |> 3200 > 3200 > 32.00 - - -

Hill-Dip3 1 |> 64.00 > 6400 > 64.00 > 6400 > 6400 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 |> 3200 > 3200 > 3200 > 3200 > 3200 > 3200 |> 3200 > 3200 > 32.00 - - -

Hill-Dip4 1 |> 64.00 > 64.00 > 6400 > 6400 > 64.00 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 |> 3200 > 3200 > 3200 > 3200 > 3200 > 3200 |> 3200 > 3200 > 32.00 - - -

Hill-Dip5 1 |> 64.00 > 6400 > 6400 > 6400 > 6400 > 64.00 |> 3200 > 32.00 > 32.00 - - -
2 |> 3200 > 32.00 > 3200 > 32.00 > 3200 > 32.00 |> 64.00 > 64.00 > 64.00 - - -

Hill-Dip6 1 454 > 32.00 085 > 3200 > 64.00 > 64.00 > 3200 200 > 3200 - static -
2 7.73 > 32.00 1.00 > 32,00 > 3200 > 32.00 |> 64.00 200 > 64.00 - 8,00 -

Hill-Knotl 1 64.00 > 64.00 > 64.00 > 6400 > 64.00 > 64.00 |> 6400 > 64.00 > 64.00 - - -
2 32.00 > 32.00 > 32.00 > 3200 > 3200 > 3200 (> 3200 > 3200 > 32.00 - - -

Hill-Knot2 1 9.73 > 64.00 > 64.00 > 6400 > 6400 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 376 > 3200 > 3200 > 3200 > 3200 > 3200 |> 3200 > 32.00 > 32.00 - - -

Hill-Knot3 1 64.00 > 64.00 > 64.00 22.63 > 64.00 > 64.00 |> 64.00 > 64.00 > 64.00 - - -
2 32.00 > 32.00 > 32.00 > 3200 > 3200 > 3200 (> 3200 > 3200 > 3200 - - -
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