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Supplemental Table 1: EC subpopulation features (or functions) gene lists 
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Supplemental Table 2: contractile SMC markers gene list 
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Supplemental Figure 1 Expression of genes correlated with major cell types onto 
a t-SNE plot 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
Supplemental Figure 2 Correlation of 19 cell types in the mouse aortic arch 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
Supplemental Figure 3 The percentages of the SMC, EC and T cells population 
from control and high-salt diet mice. Data are represented as the mean ± SEM. 
**P < 0.01 and *P < 0.05 by Student’s t test. n=4 control vs. n=3 high-salt diet mice. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 

 

 



 

 

 
 



 

 

 

 

 
 



 

 



 

 



 

 



 

 



 
 



 

 



 

 



 

 



 

 



 

 
Supplemental Figure 4 Violin plot showing the expression of genes related to 
endothelial cell features (or functions). a: Collagen, b: Contractile, c: 
Differentiation, d: Lipid transport, e: Inflammatory response to wounding, f: Lymph 
vessel development, g: MHC protein complex, h: Proteoglycan, i: Proliferation, j: 
ROS-related enzymes, k: Migration. 



 
Supplemental Figure 5 High-salt diet enhanced endothelial reactive oxygen 
species (ROS) production. a (representative images) and b (summarized data), ROS 
measured by DHE in the en face endothelium of aortae from control and High-salt 
diet mice. Bar: 20μm. Data are represented as the mean ± SEM. **P < 0.01 by 
Student’s t test. n = 6-7. 
 
 
 
 



 
Supplemental Figure 6 Quantification of double-immunostained cells with 
Ncam1/Vtn (SMC1/SMC2 marker) and Ki67 markers in aortic arch section. a 
and c are representative of immunostaining for Ncam1/Vtn (red, SMC1/SMC2) and 
Ki67 (yellow). b and d are summarized data. DAPI detection of nuclei is represented 
in blue, and green represents elastin autofluorescence. Arrows point to proliferating 
SMC. Scale bar: 50 μm. Data are represented as the mean ± SEM. **P < 0.01 by 
Student’s t test. n = 6-8.  



 
Supplemental Figure 7 High-salt diet induces increased Klf4 expression in SMC 
(a) Representative of immunostaining for Ncam1 (red, SMC1) and Klf4(yellow). (b) 
Summarized data. DAPI detection of nuclei is represented in blue, and green 
represents elastin autofluorescence; scale bar: 20 μm. Data are represented as the 
mean ± SEM. **P < 0.01 by Student’s t test. n = 6-8. 



 
Supplemental Figure 8 Examples of ACTA2 expression in monolayers of cells 
lining the vasculature on histological sections of the aortic arch in control and 
high-salt diet mice. a (representative images) and b (summarized data). Arrows point 
to Acta2-expressing endothelial cells. Scale bar: 20 μm. Data are represented as the 
mean ± SEM. **P < 0.01 by Student’s t test. n = 6-8. 



 
Supplemental Figure 9 Characteristics of aortic T cells and their changes in 
Hypertension. (a) t-SNE plots of the T cells subpopulations from control and 
hypertensive tissue (control, n = 447 cells. hypertension, n =587 cells. CD8+T, n= 390 
cells; Th17, n= 364 cells; Th2, n=159 cells; NK T, n=121 cells). (b) Heatmap showing 
the top 10 genes [by average Log(fold change)] for each T cells subpopulation. (c)  
Expression levels of T cells subpopulation marker genes. (d) Bar graph of the 
composition of each T cells subpopulation (dashed black line, expected proportion of 
cells in the control group). (e) Mean expression of cytokine and receptors genes in T 
cluster. (f) Chemokine gene set score of T cells subpopulations differentiates control 
and hypertensive. *Mann–Whitney U test P<0.05, **Mann–Whitney U test P<0.01. 


