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Figure S1 The flow chart of the metagenomics and metabolomics correlation analysis.
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Figure S2 A heatmap of 82 differentially expressed metabolites between the PROM group and the HC group. PROM, premature rupture of
membrane; HC, healthy control.

© Annals of Translational Medicine. All rights reserved. https://dx.doi.org/10.21037/atm-21-5539



GLYCOLYSIS / GLUCONE OGENESIRS
N-acetyl-D-galactosamine

Sucrose
31310 Op-D-Clucose-1F
D-Glucose
3138 ({extrace lular)
2701 [27.163
a-D-Glucose O =
2712 27114
51515][ 5310
Yy [2iui]aiie _lrﬁ'D'Glj‘*;"ls‘;ﬁP B.D-Fructose.6F
-D-Glucose = - LE Q
P 2712 2] & —
A [3.ra11[271.01)[271 14 [2.7.L00] phephat
Atbutin o
et B o {32126 L v
(oxtrare i O— 271 |—wo—{32126 B-D-Fruetoss- 1,672
Salicin 6P
v Cilyos ralde hiydde- 3P
o531l f——®OF————————
Glyme rone-F &
2159 |
¥ Clycerate-1,3F2 |
[1218[1276] Ow]5424 |
1.2.190] I
O Glyrerate-2,3F2)
|
Cambon fixation, . b= ———E w5471 '
[jn photosymthetic organisms Glyeerats aphk I
[54211][542.12] [31320] I
|
¥ I
__________ -
|
|
|
Ty =0 41132 Fhosphoe nolpymreate |
Oxaloacetate 41149 P I
|
I
2782 ~
-
-
~
-~
1241 ———
| al 1_1_1,2?|—> L-Lactat:
AL Pyt
|
v
1155 Propanoate me tabolism
LLLLIM _lEhmﬂ
“ 1127 * OFf
Lcetate Ent(y
F 1128
00010 507720
(o) Kanehisa Laboratones

Figure S3 Diagram of the glycolysis pathway with key metabolites and enzymes. The glycolysis pathway was download from KEGG PATHWAY:
Glycolysis/Gluconeogenesis-Reference pathway.
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