Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.

S374 - VFIS[+80]VNCLSTDFSSQK
D1-3 = DMSO
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Supplementary Data 7. XICs of GRHL1 post-translational modifications associated with papaverine treatment.
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