Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHL1 arginine 9 - dimethylation
MTQEY(+79.97)DNK(+114.04)R(+28.03)PVLVLQNEALYPQR.R
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Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHL1 serine 95 - phoshporylation
K.RNS(+79.97)IPIVTEQPLISAGENR.V

et 5] /el slo SRR E G R

: —RN— = P E : -Q T SR e R B EREEI st S S bMax
100.! R 1 N ! | 28 [ { . ! ! l! L Q ! | 8 ! S r— L P N R e Y .ll-.,ff?""“"""‘""""""'_"I‘.':
‘ ’ i ' y9 f :
504 . %
b4(-98) y6 %
| : ‘75 E ::
. ¥ 6 5 b11(r98)
: . : : ' ; . ; + b0
E tlya YO et b7(-98 - 0
' T e ool ol o O | s N
A——| ll.n AT Y WP Frmmm— i T A S E— i 41 -t : : : . - : miz
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800 1900



Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHL1 lysine 116 - dimethylation
L.K(+28.03)NVPFNIVLPHGNQLGIDK.R
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Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHL1 threonine 139 - phosphorylation
D.K(+42.01)RGHLT(+79.97)APDTTVTVSIATMPTHSIK.T
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Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHLL1 lysine 370 - acetylation
F.TWDINDEAK(+42.01)VFISVNCLSTDFSSQK.G
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Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHL1 serine 374 - phosphorylation
K.VFIS(+79.97)VNCLSTDFSSQK.G
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Supplementary Data 6. Annotated MS/MS spectra of GRHL1 post-translational modifications associated with papaverine treatment.

GRHL1 lysine 592 - ubiquitylation
V.NMDDNIVK(+383.23)HYSNEDTFQLQIEEAGGSYK.L
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