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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Samples are mainly cells grown in culture and as is standard in this field of research, samples were normally set up in triplicate, For data
involving human PBMCs in Fig 1I-K, six donors were used.

We used a sample size of three replicates per treatment, based on our previous experience with similar experiments (PMID 32102850,
31558608, 31076360). The exception was for ChIP assays where due to the scale of the experiment, technical duplicates rather than
triplicates were used. For experiments analysing responses in primary human monocytes (Fig 1h-l) we increased the sample size to six to
increase the statistical power and account for the greter biological variation of primary cells from separate donors.

No data were excluded

All data shown, unless stated below in legends, is representative of three independent experiments, and all attempts at replication were
successful.

Cells were assigned into groups according to genotype of interest (siRNA- or shRNA-treated or CRISPR/Cas9-generated), and thereafter the
selection of which cells received what treatment was random

Blinding was not meaningful as the same investigator performed the experiments and analyzed the data.

Primary antibodies used were:

Anti-MNDA (Cell Signaling, 3C1, #3329),

Anti-phospho-IRF3 (Cell Signaling, 4D4G, #4947),

Anti- IRF7 (Cell Signaling, rabbit polyclonal, #4920S),

Anti-phospho-Y701-STAT1 (Cell Signaling, rabbit polyclonal, #9171S)

Anti-STAT1 (Cell Signaling, rabbit polyclonal, #9172S)

Anti-IRF3 (Immuno-Biological Laboratories, rabbit polyclonal, #18781)

Anti-IFI16 (Santa Cruz, 1G7, #sc-8023)

Anti-GFP (Santa Cruz, B-2, #sc-9996)

Anti-Lamin A/C (Santa Cruz, 636, #sc-7292)

Anti-AIM2 (Adipogen, 3B10, #AG-20B-0040)

Anti-"-actin (Sigma, AC-74, #A5316)

Anti-tubulin (Millipore, DM1A, #MABT205)

Anti-PYHIN1 (from Jin-Fong Lee (University of Texas, USA), rabbit polyclonal, described in PMID: 16479015)

Anti-IFIT3 (from Andreas Pichlmair (Technical University of Munich, Germany), rabbit polyclonal, described in PMID: 21642987)

Anti-Flag (Sigma, M2, #F3165)

Anti-CD14 APC (eBiosciences, 61D3, #17-0149-42)

anti-CD19 PE (eBiosciences, HIB19, #12-0199-42)

anti CD3 PE-Cy5.5 (eBiosciences, SK7, #35-0036-42)

anti-CD56 PE-Cy7 (eBiosciences, CMSSB, #25-0567-42)

Anti-Pol II (Santa Cruz, N-20 X, #sc-899),

Anti-IRF7 (Santa Cruz, H-246 X, #sc-9083)

Anti-IRF3 (Santa Cruz, FL-425 X, #sc-9082)

Anti-Sp1 (Abcam, rabbit polyclonal, #ab13370)




