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Supplementary Figure 1. Epigenetic mitotic clock correlations with chronological age. Supplementary Figure 2 presents the child
chronological age and epigenetic mitotic clock correlation coefficients across all three CHAMACOS participant age timepoints (Obs = 483) for
EpiTOC (A), EpiTOC2 (B), and MiAge (C).
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Supplementary Figure 2. Heatmap of Pearson correlation coefficients for methylation-based aging biomarkers.
Supplementary Figure 2 presents Pearson correlation coefficients for child methylation-based age biomarkers across all three
CHAMACOS participant age timepoints (Obs = 483).

AGING

Www.aging-us.com 1



