
   



Supplementary Table 2  BtaA, BtaB, and BTA1 homologs
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Supplementary Figure 1 Mass spectrometric identification of
DGTS. (a) ESI mass spectra of DGTS expressed in E. coli. (b)
Product ion spectrum of m/z 739 at (a). (c) Estimated
fragmentation pattern for DGTS (16:0/18:1) from the product ion
spectrum, in which the sn position of fatty acids is provisional.



Supplementary Figure 2  Effects of -P on respective lipid contents in C. kessleri. Total 
lipids were extracted from cells before the shift to -P conditions (0 h) or at indicated 
times after the shift (24-72 h). (a) Total lipids were then separated into DGTS (Band 2) 
and PC (Bands 5) and also into mixed lipid classes (Bands 1, 3, and 4) through TLC 
with the solvent system of CH3Cl/CH3OH/H2O (65:25:4, by vol.). Mixed lipids 
extracted from silica gels of Bands 1, 3, and 4 were respectively subjected to TLC 
analysis with the solvent system of CH3Cl/CH3OH/conc. NH3 solution (65:35:5, by 
vol.). Bands 1, 3, and 4 included MGDG (b), PE and DGDG (c), and PG and SQDG (d), 
respectively. 



 

 
Supplementary Figure 3  TLC profile of polar lipids in C. kessleri cells at 24 h after 
the shift to -P conditions. The cells were cultured under normal conditions (Control), in 
the dark or low light conditions, or with application of DCMU, chroramphenicol (CAP), 
cycloheximide (CHI) or celurenin.  
 
 
 
  



 
Supplementary Figure 4  Characterization of the BTA1 homolog of C. kessleri in E. 
coli. (a) SDS-PAGE of total cellular proteins in E. coli cells having a pMAL-c5X empty 
vector or pMAL-BTA1 vector. The former cells overexpressed maltose-binding protein 
(ca. 40 kDa) whereas the latter ones overexpressed the BTA1 homolog fused with the 
maltose-binding protein (see arrow). M indicates size markers. (b) TLC profile of polar 
lipids in transformed E. coli cells. 
  



 
 

 
 
Supplementary Figure 5  Effects of -P on the expression of BTA1, PLP, and PLCC1 

genes (a), and that of PLCC2 gene (b) in C. kessleri. Shown are images of agarose gel 
electrophoresis of DNA bands that correspond to mRNAs of the individual genes. The 
intensities of the DNA bands were used for determination of the values, relative to that 
of ACT, to obtain data of Figure 9. 
 
 
 
 
 
 
 
 
 
 
 
 



 
 

 

Supplementary Figure 6  Effects of -P on the expression of GPAT and ATS1 genes in 
C. kessleri. (a) The intensities of the DNA bands that correspond to mRNAs of the 
individual genes were used for determination of the values, relative to that of ACT. The 
values are expressed as averages ± SEM for three biological replicates. (b) Images of 
agarose gel electrophoresis of DNA bands to obtain data for (a). 


