Description of Additional Supplementary Files

File Name: Supplementary Data 1

Description: RNAseq data corresponding with KP autochthonous GEMM experiments
described in the paper for Figure 1 and 2. First tab contains log2FC of genes in sgCtrl tumors
versus sgGata4 tumors. Second tab contains log2FC of genes in sgCtrl tumors versus
sgCdkn2a tumors.

File Name: Supplementary Data 2

Description: First tab contains Reactome curated pathways downregulated in sgGata4d
tumors versus sgCtrl tumors from the autochthonous KP GEMM experiments. Second tab
contains Reactome curated pathways upregulated in sgGata4 tumors versus sgCtrl tumors
from the autochthonous KP GEMM.

File Name: Supplementary Data 3

Description: Sets of genes used to identify immune cell subtypes. First tab contains Immgen-
derived gene sets. Second tab contains single cell RNAseqg-derived gene sets used to identify
subytpes of immune cells from RNAseq data.

File Name: Supplementary Data 4
Description: Differential expression of genes in GATA4 lost versus GATA4 not lost TCGA
samples. Tabs correspond to different tumor types.

File Name: Supplementary Data 5

Description: Log2FC of genes between two groups of samples from TCGA data, as described
in the text. First tab contains COAD 8p loss with 8q gain versus 8p not lost. COAD 8p loss
without 8q gain versus 8p not lost. Third tab contains BRCA 8p loss with 8q gain versus 8p
not lost. Fourth tab contains BRCA 8p loss without 8q gain versus 8p not lost.



