
Supplemental Figure S1

Supplemental Figure S1. ERK immunoblots for FR time course. Representative blots from three 
independent experiments. MP41, MP46, and OCM-1A cells were treated with 100 nM FR for the indicated time, 
and then lysed to collect protein. Lysates were subjected to PAGE and immunoblotted for pERK1/2 (44 kDa / 42 
kDa; red) or total ERK1/2 (44 kDa / 42 kDa; green). Imaging and fluorescence intensity measurements were 
performed on a LI-COR Odyssey system.



Supplemental Figure S2

Supplemental Figure S2. FR dose response curves for UM cell metabolism. 
Representative graphs from three independent experiments. MP41, MP46, and 
OCM-1A cells were treated with the indicated concentrations of FR or vehicle 
(DMSO) for 18 h prior to Seahorse analysis. ECAR and OCR values were 
normalized to cell number per well based on DAPI staining, and then values for 
each cell line were normalized to vehicle control for that line. A. Graphs show 
glycolysis and glycolytic capacity as measured using the glycolytic stress test on the 
Seahorse analyzer. B. Graphs show basal and maximal respiration as measured 
using the mitochondrial stress test on the Seahorse analyzer. Gq/11-driven MP41 
and MP46 cells show dose-dependent response to FR within a nanomolar dose 
range. No dose-response is seen in Gq/11-wildtype OCM-1A cells.
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Supplemental Figure S3
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Supplemental Figure S3. ERK immunoblots for MEKi and PKCi dose curve. Representative blots from four 
independent experiments. MP41, MP46, and OCM-1A cells were treated with MEKi or PKCi at the indicated 
doses for 18 hours, and then lysed to collect protein. Lysates were subjected to PAGE and immunoblotted for 
pERK1/2 (44 kDa / 42 kDa; red) or total ERK1/2 (44 kDa / 42 kDa; green). Imaging and fluorescence intensity 
measurements were performed on a LI-COR Odyssey system.
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