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cUBE2D2 CAKT3 cCRIM1 cCRIM1-2

AACAG ATAG AGAAAAGAATTG AATGEATCTG AATGEGGGEGCGAGGAGAATATATAAAAAA CCCTBGTBTGECBEAAGATG AGAACTG AGA ABABGAATTGAAGCTECGGEGTATTIEAA
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GATGCCTEGGAAAGATATE CCCTG CAAGC AGTT CAAGTGAATGCTCTTTTAAGACA TCTTTG66G6CTAGGGETT CCTGEGG6TEG6A TEGGACCCAC CAAGATAAATTATTAGT C
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