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Note that full information on the approval of the study protocol must also be provided in the manuscript.

The sample size was n = 128 patients. No sample size calculation was performed: we relied on the largest longitudinal dataset ever published

to our knowledge gained from homonegous patients with a lower-grade glioma - a rare tumor of the CNS. Previous studies have shown that a

sample size of 100-120 patients is enough to provide stable lesion-symptom results in the context of SVR-LSM (e.g. Wiesen et al., 2019;

Ivanova et al., 2021). As healthy controls were retrospectively enrolled, the quota method (based on age, educational attainment and sex) was
used to match the control group with the patient group. No sample size calcuation was performed; we considered that n = 44 control
participants was enough to adequately represent the inter-individual variability.

No data were exluded

A 5-fold cross-validation procedure was used to estimate prediction accuracy and reproducibility of SVR-LSM models

Not relevant here: just one experimental group included in the main analyses.

no group allocation.

The patient sample consisted of 128 patients (mean age: 39.7 ± 12.3, 54 females; 121 right-handed) consecutively operated
on for a lower grade glioma. The control group was composed of 44 neurologically healthy participants (mean age: 38.3 ±
11.3, 20 females; all right-handed).

All patients operated on in our institution for a lower-grade glioma infiltrating the right hemisphere between 2013 and 2020

was included. Patients fulfilling the following exclusion criteria were discarded at the outset: higher-grade glioma identified

by histopathological analyses, adjuvant radiotherapy performed before or after surgery, a visual hemianopsia identified

before or after surgery to avoid contaminating task performance, and a lack of longitudinal behavioral data. As healthy
controls were retrospectively enrolled, the quota method (based on age, educational attainment and sex) was used to match
the control group with the patient group.

All participants provided informed consent.

Montpellier University Medical center's institutional review board for patients

French College of Neurosurgery for healthy participants




