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Table S1. Bacterial strains and plasmids used in this study.

Strain/plasmid Description / relevant characteristics Reference
Strains

Escherichia coliDH5a.  F~, supE44, AlacU169, (¢80 lacZDM15), hsdR17, (rk (2)
mk?), recAl, endAl, thil, gyrA, relA

Pseudomonas Wild type strain (2)

aeruginosa PA14

P. aeruginosa AmexAB  PA14 strain with a complete deletion of mexAB genes  (3)

P. aeruginosa AmexCD PA14 strain with a complete deletion of mexCD genes  (3)

P. aeruginosa AmexEF  PA14 strain with a complete deletion of mexEF genes (3)

P. aeruginosa AmexXY  PA14 strain with a complete deletion of mexXY genes  (3)

Plasmids

pSEVA634 GmPR, oriV pBBR1, oriT, lacl®/P:.. expression cassette (4)

pS234-FDH1 KmR, oriV pBBR1, oriT, lacl®/Pq. controlling the (5)
expression of FDH1®

pS234-nox KmR, oriV pBBR1, oriT, lacl®/Pq. controlling the (6)
expression of nox*®

pAAHFDH1 GmR, pSEVA634 expressing the FDHI® under the This Work
control of lacl®/Pe.

pAAHNnox1 GmR, pSEVA634 expressing the nox*® under the This Work
control of lacl?/Ps.

pSEVA247R KmR, oriV pRO1600/ColE1, oriT, promoterless vector (4)
including mcherry as a reporter gene

pAAHPoxyR2 KmR®, pSEVA247R cloned with the oxyR promoter. This Work
Used as a oxidative stress sensor

pS2513-PHP KmR, oriV RSF1010, oriT, Pem7 = PHP. Used for the (7)

guantification of intracellular pH
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