>1cl|Mz434666.1 prot QWX08260.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWX08260.1] [location=21512..25324] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLTIRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHATI--SGTNGTKREDXXXXXXXXXXXXXXXEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVEFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGEFNCYFPLOSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPINFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTHNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz554580.1 prot QXN04039.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXN04039.1] [location=21524..25345] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLTTRTQLPPAYINSLTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWTESESRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPVDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGNTPC
NGVKGFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQHSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDH
SEPVLKGVKLHYT

>1cl|Mz411886.1 prot QWT98319.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWT98319.1] [location=21452..25273] [gbkey=CDS]
MEVFLVLLPLVSSQCVNEFTNRTQLPSAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNYPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLSEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGTIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC



NGVKGFNCYFPLOSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQOTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEFIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATIKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASEFVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz306939.1 prot QVX53289.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QVX53289.1] [location=21509..25324] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVITWFHATHVSGTNGTTREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPINFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MZ412056.1 prot QWU00312.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWU00312.1] [location=21452..25264] [gbkey=CDS]
MFVFEVLLPLVSSQCVNLTTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTOQDLFLPFEFFES
NVTWFHATI --SGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOFGRDIDDTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPINFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTOQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKYFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA



ICHDGKAHFPREGVEVSNGTHWEVTOQRNEFYEPQITTTHNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz414596.1 prot QWU53463.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QWU53463.1] [location=21551..25363] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHAI--SGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPINFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTHNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVANNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz434919.1 prot QWX09653.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1id=QWX09653.1] [location=21500..25312] [gbkey=CDS]
MEVEFLVLLPLVSSQCVNFTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATI--SGTNGTKRFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPINFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLQSLQTYVTQQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTHNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MZ411813.1 prot QWTS97464.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWTS7464.1] [location=21515..25327] [gbkey=CDS]
MEVEFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHAI--SGTNGTKRFDNPVLPEFNDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSALEPLVDLPIGINITRFQT



LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPINFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLOSLOTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVEFVSNGTHWEVTQRNEFYEPQITTTHNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz412157.1 prot QWU01502.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWU01502.1] [location=21515..25327] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHAI--SGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPINFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTHNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz434515.1 prot QWX06459.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWX06459.1] [location=21512..25324] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLTTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATI--SGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIDDTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPINFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC



LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILARLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTHNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|MW750027.1 prot QSX91521.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QSX91521.1] [location=21549..25370] [gbkey=CDS]
MEVFEFVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTIEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQOPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATIKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|MW750080.1 prot QSX92155.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=0QSX92155.1] [location=21497..25318] [gbkey=CDS]
MEVFEFVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTOQDLFLPFEFFES
NVTWFHATHVSGTNGTKRFDNPVLPENDGVYFASTIEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAAIKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MW891208.1 prot QTP82767.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QTP82767.1] [location=21524..25345] [gbkey=CDS]



MEVEFEFVLLPLVSSQCVNLTTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHATIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz100817.1 prot QUS75326.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QUS75326.1] [location=21524..25345] [gbkey=CDS]
MEFVEFFVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGEFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOQSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz323773.1 prot QWB90502.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWB90502.1] [location=21516..25337] [gbkey=CDS]
MFVFEFVLLPLVSSQCVNLTTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP



GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEYVNNSY
ECDIPIGAGICASYQTQOTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATIKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz415787.1 prot QWU67680.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWU67680.1] [location=21524..25345] [gbkey=CDS]
MEVFEFVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVITWFHATHVSGTNGTKREFDNPVLPENDGVYFASIEKSNIIRGWIFGTTLDSKTQSLLVV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGGSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSPRRARSVASQSITIAYTMSLGVENSVAYSNNSIAIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYREFNGIGVTONVLYENQKLIANQEFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz540275.1 prot QXL75598.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL75598.1] [location=21516..25334] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHATHVSGTNGTKREGNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESESRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSEFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLNVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQHVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL



QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz554467.1 prot QXN02789.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QXN02789.1] [location=21452..25270] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFGNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESESRVYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKENGLNVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQHVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz413530.1 prot QWU19600.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1id=QWU19600.1] [location=21552..25370] [gbkey=CDS]
MEVEFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFGNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESESRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKEFNGLNVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQHVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQTYVTQQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz416208.1 prot QWU72725.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWU72725.1] [location=21522..25343] [gbkey=CDS]
MEVFEFVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHAIHVSGTNGTNRFDNPVLPENDGVYFASTIEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGGSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN



CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGNTPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNARALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz414686.1 prot QWU54540.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1id=QWU54540.1] [location=21560..25381] [gbkey=CDS]
MEVFLVLLPLVSIQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHATHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSCMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYREFNGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQTYVTQQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIAMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MZ340544.1 prot QWE52371.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWE52371.1] [location=21513..25328] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLFNKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN



TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz072282.1 prot QUO86358.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QU086358.1] [location=21509..25321] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHATI --SGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGNTPC
NGVEGFNCYFPLOQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPOQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTHNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz411803.1 prot QWT97349.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWTS97349.1] [location=21331..25143] [gbkey=CDS]
MEVFEFVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHAI--SGTNGTKRFDNPVLPEFNDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGGSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGNTPC
NGVEGEFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSHRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDEFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTHNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz481925.1 prot OXF28777.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXF28777.1] [location=21509..25324] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV



NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVEFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCXFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEXLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQXVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEFVSNGTHWEVTQRNEYEPQITITTDNTEVSGNCDVVIGIVNNTVYDP
XQPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz533381.1 prot QOXL06952.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL06952.1] [location=21533..25348] [gbkey=CDS]
MFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTIEESNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGEFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLTIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEVSNGTHWEFLTOQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVINIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz481924.1 prot QXF28766.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXF28766.1] [location=21509..25324] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKRFANPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSXRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFETI



SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLOXVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz557555.1 prot QXN17387.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXN17387.1] [location=21509..25324] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLXVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRYLPQGFSVLEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTOTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYREFNGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQBVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz378046.1 prot QWQ01366.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWQ01366.1] [location=21561..25376] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQODLFLPFFES
NVTWFHATHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLXVYYHKNNKSWXESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQBVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTOQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT



>1cl|Mz533166.1 prot OXL04484.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QXL04484.1] [location=21533..25348] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVIWFHATHVSGTNGTKREDNPVLPENDGVYFASTEKSNITRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVHDLPOGEFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQOPTESIVREFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCEFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGENCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSTITIAYTMSLGAENSVAYSNNSTIATPTNETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNEFTTAPA
ICRDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKEDEDD
SEPVLKGVKLHYT

>1cl|Mz377434.1 prot QWP94043.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWPS94043.1] [location=21558..25373] [gbkey=CDS]
MEVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTODLFLPFEFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLXVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSTITAYTMSLGAENSVAYSNNSTATPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQBVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKEDEDD
SEPVLKGVKLHYT

>1cl|Mz377447.1 prot QWP94198.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWP94198.1] [location=21561..25376] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTIEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLXVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCEFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC



NGVEGFNCYFPLOQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLOBVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz378038.1 prot QWQ01272.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWQ01272.1] [location=21548..25363] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVITWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLXVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQEFNSATIGKIQDSLSSTASALGKLOBVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
WOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MzZ340546.1 prot QWE52394.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWE52394.1] [location=21513..25328] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLTTRTRLPPAYTNSEFTRGVYYPDKVFRSSVLHSTOQDLFLPFEFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSEFTVEKGIYQTSNFRVOPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTOQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA



ICHDGKAHFPREGVEVSNGTHWEVTOQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz342589.1 prot QWE75884.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWE75884.1] [location=21513..25328] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTTTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPOQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz397911.1 prot QWT29649.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWT29649.1] [location=21513..25328] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSVLEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAHEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MZ533441.1 prot OXL07635.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL07635.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTIEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT



LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTYEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVEFVSNGTHWEVTQRNEYEPQITITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz101179.1 prot QUS79665.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QUS79665.1] [location=21533..25348] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGEFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLTIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz533231.1 prot QXL05237.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL05237.1] [location=21533..25348] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNEFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC



LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz533325.1 prot QXL06312.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QXL06312.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTIEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQOPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533538.1 prot QOXL08740.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL08740.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHATHVSGTNGTTRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz537305.1 prot OXL50994.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL50994.1] [location=21524..25339] [gbkey=CDS]



MEVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHATIHVSGTNGTTREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVQGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz555950.1 prot QXN15607.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXN15607.1] [location=21561..25373] [gbkey=CDS]
MEFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHAI--SGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGV-YHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz566362.1 prot QX031728.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=0QX031728.1] [location=21533..25348] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP



GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPSIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz5333%94.1 prot OXL07098.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL07098.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVITWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGVEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533492.1 prot QXL08215.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL08215.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTOQDLFLPFEFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSEFTVEKGIYQTSNFRVOPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL



QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSFLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz185717.1 prot QVG23056.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QVG23056.1] [location=21554..25369] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDETGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLODVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz376486.1 prot QWP87176.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWP87176.1] [location=21561..25376] [gbkey=CDS]
MEFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTODLEFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz386473.1 prot QWQ76348.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWQ76348.1] [location=21525..25340] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN



CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz450737.1 prot QWY72596.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWY72596.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHATHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYREFNGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQOTYVTQQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MZ533164.1 prot OXL04461.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL04461.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN



TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533179.1 prot QXL04636.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL04636.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPOQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533194.1 prot QOXL04807.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL04807.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKEDEDD
SEPVLKGVKLHYT

>1cl|Mz533226.1 prot OXL05178.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL05178.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV



NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVEFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEFVSNGTHWEVTQRNEYEPQITITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz533268.1 prot QXL05659.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL05659.1] [location=21533..25348] [gbkey=CDS]
MEFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533300.1 prot OXL06030.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL06030.1] [location=21533..25348] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI



SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz533337.1 prot OXL06446.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1id=QXL06446.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYREFNGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz533367.1 prot QXL06791.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL06791.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTOQDLFLPFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFOQOFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTOQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT



>1cl|Mz533395.1 prot OXL07109.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL07109.1] [location=21533..25348] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDETGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFEFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533480.1 prot QXL08078.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL08078.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFEFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533497.1 prot QOXL08273.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QXL08273.1] [location=21533..25348] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC



NGVEGFNCYFPLOQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz566407.1 prot QX032256.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QX032256.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVITWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQEFNSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|MZ396559.1 prot QWS81979.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWS81979.1] [location=21534..25349] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTODLFLPFEFFES
NVTWFHATHVSGTNGTKRFANPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSVLEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTOQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA



ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPLLKGVKLHYT

>1cl|Mz186672.1 prot QVG34500.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QVG34500.1] [location=21562..25377] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPOQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPLLKGVKLHYT

>1cl|Mz414234.1 prot QWU49243.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWU49243.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFES
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSVLEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQOQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPLLKGVKLHYT

>1cl|MZ533237.1 prot QOXL05304.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL05304.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITRFQT



LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVEFVSNGTHWEVTQRNEYEPQITITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPLLKGVKLHYT

>1cl|Mz367637.1 prot QWO14822.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QW014822.1] [location=21525..25340] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGEFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQBVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNETTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz179325.1 prot QVF50764.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QVF50764.1] [location=21509..25324] [gbkey=CDS]
MEFVFEFVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNEFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC



LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz401449.1 prot QWT51622.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWT51622.1] [location=21513..25328] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPSAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREEFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQOPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz170136.1 prot QVE56189.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QVE56189.1] [location=21559..25374] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTOQDLFLPFFES
NVTWFHATHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCETNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSEFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLOBVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz253480.1 prot QVO30180.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QvV030180.1] [location=21509..25324] [gbkey=CDS]



MEVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNTLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNEFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz340505.1 prot QWE51964.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWE51964.1] [location=21513..25328] [gbkey=CDS]
MFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSEVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDEFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz340526.1 prot QWE52161.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWE52161.1] [location=21513..25328] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSALEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP



GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz531362.1 prot QOXK85668.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXK85668.1] [location=21428..25243] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVITWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITREFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz533332.1 prot QXL06391.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QXL06391.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTOQDLFLPFEFFES
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOPTESIVRFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKEFLPFQOQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVANNLNESLIDL



QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|Mz569400.1 prot QX085616.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QX085616.1] [location=21524..25339] [gbkey=CDS]
MEFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATIHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGEFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASEFSTFKCYGVSPTKLNDLCFTNVYADSEFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGEFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEFYEPQITITTDNTFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVANNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|MW966801.1 prot QTY85444.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QTY85444.1] [location=21561..25376] [gbkey=CDS]
MEFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVOQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIAIPTNETI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGEFNFSQILPDPSKPSKRSFIEDLLENKVTLADAGEFIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz566140.1 prot QX029137.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=QX029137.1] [location=21533..25348] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFES
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOQGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN



CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNEFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQONAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz401494.1 prot QWT56303.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWT56303.1] [location=21513..25328] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVEFRSSVLHSTQDFFLPFEFFES
NVTWFHATHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQOFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENEFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYREFNGIGVTONVLYENQKLIANQENSATIGKIQDSLSSTASALGKLQODVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQTYVTQOQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQRNEYEPQIITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEDEDD
SEPVLKGVKLHYT

>1cl|MZ254548.1 prot QvV042894.1 3 [gene=S] [protein=surface glycoprotein]
[protein i1d=Qv042894.1] [location=21509..25324] [gbkey=CDS]
MEVFLVLLPLVSSQCVNLRTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFEFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSVLEPLVDLPIGINITREQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSEFTVEKGIYQTSNFRVQPTESIVREFPNITNLCPFGEVENATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVAIHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVITEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQONAQALN



TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNEFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT

>1cl|Mz318159.1 prot QWB14967.1 3 [gene=S] [protein=surface glycoprotein]
[protein 1d=QWB14967.1] [location=21513..25328] [gbkey=CDS]
MFVFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHAIHVSGTNGTKRFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGEFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDETGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSEFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQOTNSRRRARSVASQSIIAYTMSLGAENSVAYSNNSIATIPTNFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLEFNKVTLADAGEIKQYGDC
LGDIAARDLICAQKENGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQOLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVEVSNGTHWEVTQORNFYEPQIITTDNTEVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDD
SEPVLKGVKLHYT

>1cl|Mz401504.1 prot QWT56703.1 3 [gene=S] [protein=surface glycoprotein]
[protein id=QWT56703.1] [location=21513..25328] [gbkey=CDS]
MEFVEFLVLLPLVSSQCVNLRTRTQLPPAYTNSEFTRGVYYPDKVFRSSVLHSTQDLFLPFFS
NVTWFHATHVSGTNGTKREFDNPVLPENDGVYFASTEKSNITIRGWIFGTTLDSKTQSLLIV
NNATNVVIKVCEFQFCNDPFLDVYYHKNNKSWMESG--VYSSANNCTFEYVSQPFLMDLE
GKQOGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPOGFSVLEPLVDLPIGINITRFQT
LLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGTITDAVDCALDPLSETK
CTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLCPFGEVEFNATRFASVYAWNRKRISN
CVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIAD
YNYKLPDDEFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSKPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
FNENGLTGTGVLTESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITP
GTNTSNQVAVLYQGVNCTEVPVATHADQLTPTWRVYSTGSNVEFQTRAGCLIGAEHVNNSY
ECDIPIGAGICASYQTQTNSRRRARSVASQSITIAYTMSLGAENSVAYSNNSIATPTNFTI
SVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQE
VFAQVKQIYKTPPIKDFGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
LGDIAARDLICAQKEFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM
OMAYRENGIGVTONVLYENQKLIANQFNSATIGKIQDSLSSTASALGKLQDVVNQNAQALN
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLQTYVTQQLIRAAEIRA
SANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVEFLHVTYVPAQEKNFTTAPA
ICHDGKAHFPREGVFVSNGTHWEVTQRNEYEPQITITTDNTEFVSGNCDVVIGIVNNTVYDP
LOPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
QELGKYEQYIKWPWYIWLGFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFEFDEDD
SEPVLKGVKLHYT



