Number of sequences

E: Amino acid transport and metabolism
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S: function unknown
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O: posttranslational modification, protein turnover, chaperones
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Mechanism Classification

® ABC Transporter
ae Acetyltransferase
v ® Antibiotic Inactivation
N Beta-Lactamase
Gene Modulating Resistance
o0 Gylcopeptide Resistance
MFS Transporter
® Nucleotidyltransferase
Other
Other Efflux
Phosphotransferase
3% Quinolone Resistance
1% RND Antibiotic Efflux
rRNA Methyltransferase
Target Protection

Disease root endophyte

20.1%




