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recombination. (B) Colony PCR results showing the presence of the amplified chloramphenicol

851  from the AE colonies (500bp).
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857  Supplementary Figure S3: AECHy and EcN growth curve (Optical Density at 600nm vs time
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861  Supplementary Figure S4: [IHC analysis of tumor tissues showing abundant extracellular

862  macromolecules: HA, Fibronectin, Periostin and Collagen 1V (x400 magnification).

41



Control Lapatinib

1500~ 1500
o o
E €
£ 1000+ E 10004
8 8
w o
s d 4
5 00 § s
= =3
- =
0 1 0 1
0 20 0 30
Day (s)
anti-PDL1 antibody
1500+ 1500
& o
E E
E 1000+ E 1000
8 k4
5 5
g 500+ g 5007
=4 =
[= =
0 1 0 1
0 30 0 20
Day (s) Day (s)
ECHy+Lapatinib AECHy+anti-PDL1 antibody
1500+ 1500~
a a
E E
£ 1000+ E 10004
8 8
[} 3
-
o - -
g so0 E 500
= =
= [
0 1 0 1
0 30 0 25

AECHy+Lapatinib
1500+

Tumor size (mm°)

863

864  Supplementary Figure S5: Line graphs showing tumor progression in mice with 4T1 tumors for

865  each treatment group tested.
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Supplementary Figure S6: 4T1-IHC marker quantification for different treatment groups (A)

HA and SMA (B) CC3 and KiB7. (**** for p<0.0001, ***for p<0.001, ** for p<0.01)
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874  Supplementary Figure S7: Line graphs showing tumor progression in mice with MC38 tumors

875  for each treatment group tested.
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Supplementary Figure S8: MC38-1HC marker quantification for different treatment groups (A)

HA and SMA (B) CC3, Ki67 and CD8. (**** for p<0.0001, ***for p<0.001, ** for p<0.01)
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Supplementary Figure S9: Proteome profiling for studying the regulation of different cytokines
and chemokines in mice (plasma). (A) Representative diagram for the location of different spots
representing cytokine specific antibodies. (B) Spots developed on the nitrocellulose membrane

for each group tested.
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