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Supplemental Video 1. Echocardiography (apical view) depicts diminished cardiac function upon admission. 
 

 
 

 

 

Supplemental Figure 1. Representative electrocardiogram recording of the proband upon admission at  
3 years of age. High voltages indicate left ventricular hypertrophy. 

 

 



 

 

 

 

 

 

 

 

 



Supplemental Table 2. TSFM Mutations Reported to Date 
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