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response to endoplasmic reticulum stress regulation of apoptotic signaling pathway
positive regulation of lymphocyte activation nucleoside triphosphate metabolic process

positive regulation of T cell activation chaperone−mediated protein folding
positive regulation of leukocyte activation purine ribonucleoside monophosphate metabolic process

synapse pruning purine nucleoside triphosphate metabolic process
regulation of leukocyte cell−cell adhesion purine ribonucleoside triphosphate metabolic process

regulation of leukocyte proliferation 'de novo' posttranslational protein folding
Fc−gamma receptor signaling pathway negative regulation of intrinsic apoptotic signaling pathway

Fc−receptor signaling pathway involved in phagocytosis response to temperature stimulus
regulation of mononuclear cell proliferation ATP metabolic process

regulation of lymphocyte proliferation intrinsic apoptotic signaling pathway
mononuclear cell proliferation 'de novo' protein folding

leukocyte proliferation regulation of intrinsic apoptotic signaling pathway
Fc receptor signaling pathway response to topologically incorrect protein

phagocytosis response to unfolded protein
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Supplementary figure S2
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Macrophages: 97,18% Macrophages: 95,07% Macrophages: 93,62%
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