
Table S1. Strains used in this study 

SMC #s/Strain Name Genotype/Description Source 
E. coli strains 
S17-1 λ pir thi pro hsdR- hsdM+ ∆recA RP4-2::TcMu-Km::Tn 
BL21-DE3 Protein expression strain NEB 

P. aeruginosa strains 
232 PA14-UCBPP wildtype (WT) [1] 

8929 WT mKate pPcdrA::GFP [2] 
C152S pPcdrA::GFP This study 

3718 ΔpilY1 [3] 

7445 ΔvWAp (amino acids S178-S365) This study 

9142 ΔvWAf This study 

9144 PilY1-C147S This study 

9146 PilY1-C152S This study 

9148 PilY1-C168S This study 
9150 PilY1-C232S 
9152 PilY1-C232S C241S This study 

9154 PilY1-all seven cysteines in vWA mutated to 
serine 

This study 

9156 PilY1-all cysteines in vWA mutated to serine 
except C300 

This study 

9158 PilY1 from WT PAO1 swapped in for PA14’s PilY1 This study 
9160 PilY1 from IPCD83 swapped in for PA14’s PilY1 This study 
9082 ΔpilA [4] 
9135 ΔpilA empty vector This study 
9119 ΔpilA pPilY1-His This study 
9120 ΔpilA pPilY1 ΔvWAf-His This study 
9121 ΔpilA pPilY1-C152S-His  This study 
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