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The experiments were repeated three independent biological replicates. These sample sizes were selected based on literature that used
similar sample sizes to obtain gene editing results.

No data weas excluded.

Values and error bars reflect the mean ± s.e.m. of three independent biological replicates. All attempts at replication were successful.

Due to the small sample, randomization was not applicable for this study.

Blinding was not relevant to our study. In general, based on the prior experience of other groups in the field, these types of assays do

not require blinding.

The antibody against Cas9 (1:1500; ab204448, Abcam) was used as a primary antibody, while Tubulin antibody (1:2000; 10094!1!AP,
Wuhan Sanying) was used as the loading control.

The Cas9 antibody has been validated in many publications. eg:

Yu W et al. Harnessing A3G for efficient and selective C-to-T conversion at C-rich sequences. BMC Biol 19:34 (2021). Application: WB.
Species: Human.

Liu Z et al. Precise base editing with CC context-specificity using engineered human APOBEC3G-nCas9 fusions. BMC Biol 18:111
(2020). Application: WB. Species: Human.

Martin AS et al. A panel of eGFP reporters for single base editing by APOBEC-Cas9 editosome complexes. Sci Rep 9:497 (2019).
Application: WB. Species: Human.

St Martin A et al. A fluorescent reporter for quantification and enrichment of DNA editing by APOBEC-Cas9 or cleavage by Cas9 in
living cells. Nucleic Acids Res (2018). Application: WB. Species: Human.

Wang X et al. Efficient base editing in methylated regions with a human APOBEC3A-Cas9 fusion. Nat Biotechnol N/A:N/A (2018).
Application: WB. Species: Human.

HEK293T (ATCC) and Huh7 (ATCC)




