Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly

expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).

Adrenal Gland

0811
ns s ons -

0809 T

. . .

I . . e e

. . R T .
] N . .. s g 8 g e
LI i, Pt

0.807] s [ .

CAl
-4
—e
cof
- .-ﬂ‘j»-
__m,:-
- §—
+
-—m—“-.
*D]:*
com—fll=
s

0.805 -

0.803

OB “’““*’« A A R A N A A S A S A
q’“@\ Q\qB\ 0\@,\@\’:}%\& ‘,\‘:@\b\&lL \b\\rﬁq\& "9\5\0@ q?\q\ 9\»\ \\u\ Q\\\\\\ \\x q> ,ﬁ\ \\\\ ,\\x,\@ (1)" \\@\ w \"\R & \%\\\@\
B A A A A A A A \&Q\w owwww

oSV Ve q, '} v v 'L

PP
Set
Thyroid Gland
nsns s v
0818
.o
0816 .
. .
Y . . « o ®
H .. ce .
: : co TEER
0.814 i
e %%% %%+%
o
R A LR
. . .
0812 Pie.y . s .
. ] H
' RR
0810
0808
m\‘” "fb\"'b"@ %5\.@%'\@0,@\%@%\65\.@{&@ “5“‘9%'3’
w\\w\@e\ S S e SO
\ @Q(b\\btg\ o <\<\Q\\Q>Q\ \\m\\,\\\\\,\w\ \rb.\\ b.\ \
@n&q"wmw "”ﬂ&““»"\wmw"w
o e Des ew,@@{@w,@@mﬁ@wc AN &

Set



Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Lungs

ns ns ns "

0.8100

st

0.8075

< i. [
© iv. N
Iloes, .
‘s ']
0.8050 .
0.8025
0.8000
‘3\\“¢>33 \6@\"-”\4’-’@\‘55 '3’% '1‘"5 '3"5"\'("’5 "-”b’\\"-"s \"Jrﬁ’\b "1’5\
SR A A ACENMCEN § § \\\\\\ W
e e e e S R S R
9 w“%&w" ew,ﬁu@@@@ww@ww’}& '»%& e@mﬁs@ww@ww@www
Set
Brain
0.816 ns ns ns .
0.814 .3
R .
. . . Y
. . N
., ., . . ] ! N
0812 s .. . .

cal
- -
anffoe
-

-ofe
-
RO T
o
[,
-
-
-

H H !
LI .. . H L]
0810 N °
. . . N
' BRI -
. .
0.808

R A S S S A A AR "6'5“‘9'5'3’
W \ \ 3 M A W N W Y 3 M
\ww@@“w@“\@ <\<\ SRR w \“@
’hﬁé’f@ ¢°W YA '“9'” ST w‘ ) "’w
S P e Q’L@r@{é\zq{%@'}rﬁ%&'v% Q'L RN
Set



Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over
time.

A. W calculated as the average of wi for every highly = B. W calculated for concatenated highly expressed
expressed gene in a specific human tissue (Wavg). genes in a specific human tissue (Wconcat).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).
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