TABLE S1. Mutational analysis for a panel of tumor suppressor genes and oncogenes in the
different clones used in the study.

CLONE

Gene

FP#1

LM#1

FP#2 LM#2 SUM159-3D SUM159-2D

AKT1

ALK

AR

BRAF

CDK4

CTNNB1

DDR2

EGFR

VW N|ad U |s|WIN|-

ERBB2

10 ERBB3

11 ERBB4

12 ESR1

13 FGFR2

14 FGFR3

15 GNA11l

16 GNAQ

18 IDH1

G12D (63,60%)

G12D (66,15%)

G12D(62,35%)

G12D (66,77%) G12D (70,16%) G12D (55,78%)

19 IDH2

20 JAK1

21 JAK2

22 JAK3

23 KIT

24 KRAS

25 MAP2K1

26 MAP2K2

27 MET

28 MTOR

29 NRAS

30 PDGFRA
E3 ] PIK3CA
32 PTEN

H1047L (50.03%)

H1047L (66,58%)

H1047L(72,46%) H1047L (68,18 H1047L (60,8%)  H1047L(62,61%)

33 PTPN11

34 ROS

35 RB1

36 RET

37 SMAD4

38 SMARCB1

39 SMO

40 SRC

41 STK11

V157_R158insL (100%) V157_R158insL (100%) /157_R158insL (100%N157_R158insL (100%) V157_R158insL (100%) V157_R158insL (100%)

43 VHL




TABLE S2. Analysis of gene copy variation for a panel of oncogenes in the different
clones used in the study.

CLONE

GENE

FP#1

LM#1

FP#2

LM#2

SUM159-3D

SUM159-2D

ALK

AR

BRAF

CCND1

CDK4

CDK6

EGFR

ERBB2
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17

MET

MYCN

52,03 (0,34)

54 (0,32)

86 (0,32)

88,7 (0,37)

79 (0,34)

96 (0,30)

18

PDGFRA

19

PIK3CA

20

JAK1
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