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The Cancer Genome Atlas database (NIH)

Désert et al., meta-dataset (1133 HCCs)
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c
The Cancer Genome Atlas database (TCGA, 370 HCCs)
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Desquilles et al., Supplementary Fig. 2

TMPRSS2

0

20

40

60

m
R

N
A 

ex
pr

es
si

on
 x

 1
00

0

p= 0.079

N=47 N=370

TNT

b

TNT

m
R

N
A 

ex
pr

es
si

on
 x

 1
00

ACE2

N=47

N=370p= 5x10-5

0

1

2

3

4

5

N=226 N=907


