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Figure S3A
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Figure S3D
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Figure S4
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Figure S6B
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Figure S6D

Low Risk
HR< 1

Hr_Type
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

COL10A1 COL16A1 COL8A1 0.00

COL16A1 COL6A5 COL9A2 0.00
COL10A1 COL16A1 COL6AS 0:00
COL10A1 COL16A1 COL3A1 0.00
COL16A1 COL4A1
COL16A1 COL6A1
COL4A5 COL5A2

COL16A1 COL6A5 COL3A1
COL16A1 COL5A2

Collagen Combination
COL11A1 COL16A1
COL15A1 COL16A1
COL16A1 COL17A1
COL11A1 COL17A1
COL16A1 COL7A1

NG ISNOJSIH AN YW TIVH
SISINTOOLYWHIAS HHYWTIVH
IANIAS OILOLIN YHYWTIVH
LNIOAMOTHO INZD MHYINTIVH
S1T9HY L 423 MHYWTIVH
STI30 V138 SYIHONYd MHVWTIVH
ONMYNDIS NINZLYO V.38 LNM MHYWTIVH
ONIMYNDIS DOHIDATH MHYINTIVH
ONITYNOIS HOLON MHVWTIVH
NG DNITYNDIS SYHM YHYNTIVH
ATHY3 3SNOJS3H NIDOHLST MHYINTIVH
31V1 ISNOdS3H NIDOHLST HHYWTIVH
ONITYNDIS HOLW 1V Meld MY TIVH
NOIL3HO3S NIZLOHd YHYWTIVH
3SNOSIH NIDOHANY HHYNTIVH
WSIMO8Y.LIN IWIH YW TIVH
ZA S139HY.L DA MHYNTIVH
LA S1IOHY.L DAW MHYINTIVH
HIVd3H VNG MHYINTIVH
INOSIXOHTd MHYWTIVH
INSITOEY.LIN OILOIIONIX HHYWTIVH
WSITO8YLIN IOV 3118 MHYINTIVH
NOILYTAHOHJSOHd JAILLYQIXO YHYWTIVH
INSITO8Y 13N IOV ALLYA MHYWTIVH
SISINTDOIAY HHYNTIVH
3SNOJS3H NIZLOHd G3ATOANN YHYNTIVH
ONITYNDIS +OHOLW MHYINTIVH
3SNOJSIH VWINYD NOHIAHILNI MHYINTIVH
ISNOJSTH VHJ TV NOHIJHILNI HHYWTIVH H .
dN ISNOJSTH AN MHYWTIVH
gYHN VIA ONITYNOIS VANL MevinTive [ Il
SISOLdOdY MHYWTIVH

-

High Risk
HR>1

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
1.00
1.00
1.00

COL10A1 COL17A1 COL6A5 0.00
COL10A1 COL6A5 COL4A1

COL10A1 COL15A1 COL6A5 0.00
COL10A1 COL5A2

COL11A1 COL5A2
COL11A1 COL6A5S

. COL11A1 COL4A5
COL10A1 COL17A1 COL4A1 0.00
COL17A1 COL6A5 COL4A1
COL10A1 COL7A1
COL5A2 COL6A1 COL7A1
COL10A1 COL11A1

COL16A1 COL4A5
COL17A1 COL5A2
COL11A1 COL7A1
COL11A1 COL6A1
COL14A1 COL9A2
COL14A1 COL8A2
COL14A1 COL18A1

| COL16A1 COL6A5 COL6A2 0.00
COL15A1 COL7A1

E .Fl B .

dN ONITYNOIS SYHX MHYWTIVH =
NOILYTNOVYOD MHVYNTIVH
ONITYNDIS SLVLS ¢TI MHYNTIVH
ISNOJS3H AHOLYIWNYTIINI MHYINTIVH

ONITYNDIS ELV.LS MVF 91 MUY TIVH
INTWITINOD HHYNTIVH P E

NOILO3r3H LAVHOOTIV MV TIVH

ONITYNOIS V.L38 491 MHYINTIVH

SISYLSOIWOH TOHALSTTOHO HHYINTIVH

AVMHLYd £5d YHYWTIVH

VIXOdAH MHYINTIVH

SISATOOATO MHYIWTIVH

SISINTOOAN HHYIWTIVH

NOILONNF TYOIdY MHYNTIVH

NOILISNVH L TYIWAHONISIIN TVIIH Lid3 MHYWTIVH

SISINIOOIONY HHYIWTIVH

JOVHNS TYOIdY MHYIWTIVH

k=]

EMT Hallmark
p=0.03

High Risk
Combinations

Low Risk
Combinations




Figure S7A

1.50 g

-1.50

.

—L

&=

Risk

ASNOJSIH NIFLOHd A3ATOANN HHVANTIVH
ISNOJSIH VWNYD NOHIJHIINI MHYNTIVH
dN"3ISNOSIH AN MHVYNTIVH

ANOSIXOHId YHYINTIVH
ISNOdSTH VHJ IV NOHIAHIINI MHYINTIVH
ONITYNDIS HOLN 1MV MEId MHVINTIVH
AVMHLVd €Sd MHVYINTIVH

WSNOSVLIN OLLOISONIX MHVYNTIVH

3LVT ISNOdSIH NIDOHLIST MHVNTIVH
ATHVI ISNOJSIH NIDOHLST MHVYINTIVH
ONITYNDIS™ LOHO LW MHVYINTIVH
NOILVIAHOHdSOHd IAILYAIXO MHVINTIVH
WSITOgYL3IN A0V ALLYd MHVINTIVH
SISINTDOIAY HHVNTIVH

SISATOOATO MHVATIVH

NA ONITVNDIS™SVHM MHVNTIVH

30V4HNS™ IVOIdV MHVYINTIVH
WSIT08V.LIN INIH MHVYNTIVH

WSIT09VL13IW aiov_I119 MHVINTIVH
HIvd3d VNO MHVINTIVH
SISINIDOLYNHILS MHVNTIVH
AINIOdMOIHO 2D MHVINTIVH
CA_S1IDHVL OAW MHVINTIVH
IA“S1IDHVL OAW MHVYNTIVH
S13DHVL 423 MHVNTIVH

NOILIHO3S NIFLOHd MHVYINTIVH
ISNOJSIH NIDOHANY MHVNTIVH

STI307 V139 SYIHONVd MHVATIVH
37ANIAS OILOLIN MHVNTIVH

ONITVYNDIS V.39 491 MHVNTIVH
ONITYNDIS NINILYO V139 INM MHVINTIVH
ONITYNDIS DOHIDAIH MHVINTIVH
ONITYNDIS HOLON MHVNTIVH

VIXOdAH MHVATIVH

XN VIA ONIYNDIS VANL MHYNTIVH
ONITVYNDIS™SLVLS g1 MHVYNTIVH
SISINIDOAN MHVYINTIVH

NA 3SNOJSIH AN MHVYINTIVH

NOILISNVHL TYINAHONISIW 1VITIHLIdT MHVYINTIVH
SISINIDOIONY MHVYNTIVH
dN"ONITVYNDIS™SYHM MHVNTIVH

ASNOJSIH AHOLYWAVIINI MHVNTIVH
ONIMVNDIS™ €LVLS MV 91 MHVYINTIVH
NOILOAM3Y 14VHOOTIV MHVINTIVH
ANINITdNOO MHVYNTIVH

NOILYINDVOOD MHVINTIVH

SISVLSO3IWOH TOHILSITOHO MHVINTIVH
NOILONNFIVOIdY MHVINTIVH

SISOLdOdY MHVYWTIVH

Combinations

0.00

COL11A1_COL5A3_COL9A2 0.00
0.00
0.00

COL12A1_COL27A1_COL7A1 1.00

COL11A1_COL1A2_COL5A3 0.00

COL11A1_COL4A1_COL6A2 0.00

COL11A1_COLB6A5_COL6A2 0.00

COL15A1_COL4A1_COL6A2 0.00

COL11A1_COL1A1_COL5A3 0.00

COL11A1_COL5A3_COL6A1

COL11A1_COL4A1_COL5A3 0.00

COL11A1_COL5A3_COL6A2 0.00

COL11A1_COL16A1_COL6A2 0.00

COL11A1_COL1A2_COL6A2 0.00

COL10A1_COL11A1_COL6A2 0.00

COL11A1_COL6A1_COL6A2 0.00

COL11A1_COL6A2_COL9A2 0.00

COL1A2_COL4A1_COL6A2

COL12A1_COL18A1_COL7A1 1.00

COL4A1_COL5A3_COL6A2

COL10A1_COL11A1_COL5A3 0.00

JI

T

0.04

EMT Hallmark
P

High Risk
Combinations

Low Risk
Combinations




Figure S7B

NABA Basement Membranes Macrophages
p=0.03 p=0.01
2~ . -
0 l _ | 0 |
(V)] T
Ll 1  — 14 1
=
2] . ,
3 | E— P
-3 T
-4 —1
-5 -4
Low Risk High Risk Low Risk High Risk

Combinations Combinations Combinations ~ Combinations

id

NABA_COLLAGENS

o0
w
4
<
o
m
=
w
=
[
Z
w
=
L
(]
<
m
<
m
<
P4

&

NABA_ECM_GLYCOPROTEINS

NABA_ECM_REGULATORS

NABA_PROTEOGLYCANS

NABA_CORE_MATRISOME

NABA_ECM_AFFILIATED
NABA_SECRETED_FACTORS

u
5
u

ECM

-1.50

fon

ACTIVATED_CD8_T_CELL

o
"

ADC

B 150 1.50

BCELLS

CYTOTOXIC_CELLS

N

EOSINOPHILS
NEUTROPHILS
NK_CD56DIM_CELLS
REGULATORY_T_CELL

NK_CD56BRIGHT_CELLS

GAMMA_DELTA_T_CELL

MAST_CELLS

DCc
MACROPHAGES

Immune Cells

TCM_CELLS
TEM_CELLS

g0

TFH_CELLS

T HELPER_CELLS

H

Combinations
COL1A2_COL4A1_COL6A2
COL4A1_COL5A3_COLBA2
COL15A1_COL4A1_COL6A2
COL10A1_COL11A1_COL6A2
COL11A1_COL6A1_COL6A2
COL11A1_COL6A2_COL9A2
COL11A1_COL16A1_COL6A2
COL11A1_COL6A5_COL6A2
COL11A1_COL4A1_COL6A2
COL10A1_COL11A1_COL5A3
COL11A1_COL5A3_COL6A2
COL11A1_COL5A3_COLG6A1
COL11A1_COL1A2_COL6A2
COL11A1_COL5A3_COL9A2
COL11A1_COL1A2_COL5A3
COL11A1_COL4A1_COL5A3
COL11A1_COL1A1_COL5A3

COL12A1_COL18A1_COL7A1
COL12A1_COL27A1_COL7A1



Figure S8A

NES

EMT Hallmark
p=4e-4

9+ °
6
° —
°
34 °
0
-3
-6 |
of L
124

Low Risk
Combinations

High Risk

Combinations

&

‘M—%ﬁﬂﬁﬁ%ﬁ

L

U (e f

w i
25
3 2% o
02 G5B ¥
Zz0O W 5
223 gz =
= <
z3= <
e&e 53 >
By 4% ]
wELZXO Zz
PokE0zz 20
E<clingoe <gE
PELSwElfo F<
EozOEEESsdS
C¥Zarrchbdon
SERR T
JaTBqEESES
22253225z E0
X¥¥xx¥¥x¥yy
TCCCCTCEZTaaE
<III<III<IIL
S5553>553>>>
ddddddddddd
IIIIIIIIIII
IIIIIIIIIIIT
E EE
Illl N
|
I = II
| |
B &
[ | | |
u
|

HALLMARK APICAL SURFACE

HALLMARK KRAS SIGNALING DN

H BN N

e

HALLMARK HEDGEHOG SIGNALING

HALLMARK ANGIOGENESIS
B B HALLMARK EPITHELIAL MESENCHYMAL TRANSITION

HEE pEE N Em

HALLMARK APICAL JUNCTION

z
2% N 8
EE ¢35 - S
zZz3 =
2wBuy 2%u 2
o J988= =59 4 &
o mzs23 z22 9 ¢
S5Z25005022 GZo @
Z02z<i2ab%uanZa <
[ EE oUWII o ng
yszzhfizlodosky, Bae
0HpJOIHPTO BZOSEZZnt
azsw zE-W<gEO ol
28 <CeRuEonGS<EE 2w
EEoLCloReZ2oLhgE2BE
cWunsEeY Bm5<m Trog
S PSRRI
s3CP2830arsazwan<o
XMYXXXY¥YXXYX¥YXXXY¥XX¥Y¥X
CCCCCICCCCCCCOTETTaTa
<III<IIIIIIILIIIILIIL
S5533553>3553>>533>>>
ddddddddddddddddddd
IIIIIIIIIIIIIIIIIII
IIIIIIIIIIIIIIIILILIT
||

|
|

HALLMARK BILE ACID METABOLISM

e

w
(%]
z
g
=
2 i
6 o
@ o 2 @
S B coZ Ead
L z 553 554
w20l P03 cul
52hechbagass
Ro0nsEEL>wWPkE
XEETIW<<og8as
p8rocioiss
R e 3
ALXWOOS330500n
XXMM NYNYNXYNXNYNY
CECTEEETEEEE
S<<<<<I<<<<<
535533553353
dddddddddddd
TIITTIITIIIZ
IITIIITIIIITIIT

E

N N i |

WCE

ek

Combination

COL14A1 COL1A2

COL14A1 COL17A1 COL5A3
COL14A1 COL1A1 COL5A3
COL14A1 COL18A1 COL5A3
COL14A1 COL16A1 COL5A3
COL14A1 COL5A3 COL9A2
COL14A1 COL3A1 COL5A3
COL14A1 COL4A5 COL5A3
COL14A1 COL5A1 COL5A3
COL14A1 COL5A3 COL8A2
COL14A1 COL8A2 COL9A2
COL10A1 COL14A1 COL5A3
COL14A1 COL5A3 COL6A1
COL14A1 COL5A3 COL8A1
COL14A1 COL6A5 COL5A3
COL14A1 COL4A2 COL5A3
COL1A1 COL5A3 COL8A1

COL10A1 COL5A2 COL8A1
COL10A1 COL6A5 COL5A2
COL11A1 COL4A5 COL6A1

COL1A2 COL3A1 COL5A3
COL1A2 COL5A3 COLBA2

COL11A1 COL18A1 COL6A1
COL15A1 COL5A1 COL6A1
COL10A1 COL12A1 COL5A2
COL11A1 COL15A1
COL11A1 COL4A1 COL4AS
COL10A1 COL15A1 COL4A5
COL10A1 COL15A1 COL18A1
COL10A1 COL15A1 COL6A1
COL10A1 COL4A1 COL5A2
COL10A1 COL18A1 COL5A2
COL10A1 COL5A2 COL8A2
COL15A1 COL4A5 COL6A1
COL5A1 COL5A2

COL15A1 COL18A1 COL6A1
COL15A1 COL3A1 COL6A1
COL15A1 COL6A1 COL8A2

COL14A1 COL15A1 COL5A3

COL10A1 COL1A1 COL5A2
COL11A1 COL5A2
COL15A1 COL5A2

COL3A1 COL5A2

COL4A5 COL5A2

COL15A1 COL18A1 COL3A1
COL15A1 COL3A1 COL8A2
COL15A1 COL6A5 COL3A1
COL17A1 COL18A1 COL3A1
COL11A1 COL17A1
COL17A1 COL3A1 COL8A2
COL15A1 COL17A1
COL17A1 COL5A2

COL1A1 COL5A2 COLBA2
COL18A1 COL5A2 COL8BA2
COL17A1 COL3A1 COL6A1
COL17A1 COL6A1 COL8A2

COL11A1 COL14A1 COL5A3
COL4A2 COL5A3 COLBA2

COL10A1 COL4A1 COL7A1
COL10A1 COL5A1 COL7A1
COL10A1 COL16A1 COL7A1
COL3A1 COL7A1
COL11A1 COL7A1
COL15A1 COL7A1
COL6A1 COL7A1
COL16A1 COL17A1 COL7A1
COL5A2 COL7A1

COL27A1 COL5A3
COL4A2 COL5A3 COL8A1
COL4A2 COL6A2
COL5A3 COL6A2

COL5A2 COL6A1

Risk

1.00
1.00

1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

1.00
1.00
1.00
1.00

0.00
0.00
0.00
1.00
1.00

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

1.00
0.00

0.00
0.00

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

1.00
1.00

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
1.00
1.00
1.00
0.00

High Risk
HR>1

Low Risk
HR< 1

Low Risk
HR< 1

Low Risk
HR< 1



Figure S8C 10—

@

22 o

o 172]

FYEeRo
2 £0%%0%0
= 22505F
S2FEg>
J85E0838
i <>z0W
oW=s50WkE
Los= I
S3BESEEE
2
50263z5m
woomowao won
FEEEEEEE]
(E((E(E(
dZzzzzzzzZ

Combination Risk
COL10A1 COL6A5 COL5A2  0.00
COL10A1 COL15A1 COL4A5 0.00
COL15A1 COL6A1 COL8A2  0.00
COL15A1 COL18A1 COL6A1 0.00
COL10A1 COL15A1 COL6AT  0.00
COL15A1 COL4A5 COL6A1  0.00

COL10A1 COL5A1 COL7A1  0.00
COL3A1 COL7A1 0.00
COL11A1 COL7A1 0.00
COL15A1 COL7A1 0.00
© COL6A1 COL7A1 0.00

COL10A1 COL4A1 COL7AT  0.00
COL11A1 COL4A5 COL6AT  0.00 .
COL15A1 COL3A1 COL6AT  0.00 Lo W R I S k
COL15A1 COLGA5 COL3AT  0.00
COL15A1 COL3A1 COL8A2  0.00
COL15A1 COL18A1 COL3AT  0.00
COL15A1 COL5A2 0.00
COL17A1 COLEA2 0.00 <
COL17A1 COL18A1 COL3A1  0.00
COL10A1 COL12A1 COL5A2 0.00
COL11A1 COLEA2 0.00
N A BA COL11A1 COL15A1 0.00
COL15A1 COL17A1 0.00
COL10A1 COL15A1 COL18A1 0.00
COL17A1 COL3A1 COL6AT  0.00
ol COL15A1 COLEA1 COL6AT  0.00
asel | len el | l ranes ECM A I Iate I COL17A1 COL6AT COL8A2  0.00
— COL3A1 COL5A2 0.00
COL4A5 COL5A2 0.00

COL18A1 COL5A2 COL8A2  0.00

= 7 e - 9 = I COL1A1 COL5A2 COLBA2  0.00
p — N ] COL10A1 COL1A1 COL5A2  0.00

4 COL17A1 COL3A1 COL8A2  0.00

F COL11A1 COL17A1 0.00

BN W COL14A1 COL15A1 COL5A3 100

4 4 K COL5A2 COL7A1 0.00
— - - COL5A1 COL5A2 0.00

COL27A1 COL5A3 1.00

r COL10A1 COL4A1 COL5A2  0.00
24 ! COL10A1 COL18A1 COL5A2  0.00
COL10A1 COL5A2 COL8A2  0.00
14 COL11A1 COL18A1 COL6AT 0.00
| | || COL11A1 COL4A1 COL4A5  0.00

COL1A2 COL5A3 COLBA2 1.00
COL11A1 COL14A1 COL5A3  1.00
COL14A1 COL16A1 COL5A3  1.00
COL14A1 COL3A1 COL5A3  1.00

NES

L | | I i COL16A1 COL17A1 COL7A1  0.00

COL10A1 COL16A1 COL7A1  0.00

24 T
-2 i —1 N N COL14A1 COLBA2 COLOA2  1.00
COL14A1 COL18A1 COL5A3  1.00 H H
=== COL14A1 COL5A1 COL5A3  1.00 | g R | S
. a4 | | | COL14A1 COL5A3 COLBA2  1.00
COL14A1 COL1A1 COL5A3  1.00
-4 N —_ COL14A1 COL17A1 COL5A3  1.00
h COL4A2 COL6A2 1.00 H R > 1
-4 COL4A2 COL5A3 COLBA2  1.00
COL5A3 COL6A2 1.00
6 5 e I COL5A2 COL6A1 0.00
COL1A2 COL3A1 COL5A3  1.00
u [l COL14A1 COL5A3 COL6AT  1.00

Low Risk High Risk Low Risk High Risk o s om0 High Risk
Combinations Combinations Combinations Combinations B S 1 g
B comcosscons 1o R S ]

COL14A1 COL5A3 COL9A2  1.00
COL14A1 COL1A2 1.00




Figure S8C

NES

Tregs
p=le-11

Low Risk
Combinations

High Risk
Combinations

Macrophages
p=1e-9

Low Risk High Risk
Combinations Combinations

-3 0y 50

oy e L] e

bz e (e

150 Wgloo

-
- -
3] o
- 84 ©
8 Z,< 8
o OQF G,3

o=g aT
a 2rm 47
E 4,032 3Eg
5 929 o062
> d6Z2= E5E
588882922
<<mom59§§z

i il

R |

=

NK CD56BRIGHT CELLS
NK CD56DIM CELLS

REGULATORY T CELL

TCM CELLS
TEM CELLS
TFH CELLS

THELPER CELLS

Combination

COL15A1 COL6A5 COL3A1
COL15A1 COL3A1 COL8A2
COL15A1 COL3A1 COL6A1
COL15A1 COL6A1 COL8A2
COL17A1 COL3A1 COL6A1
COL15A1 COL5A2

COL15A1 COL18A1 COL6A1
COL10A1 COL15A1 COL6A1
COL10A1 COL15A1 COL18A1
COL15A1 COL18A1 COL3A1
COL15A1 COL5A1 COL6A1
COL5A1 COL5A2

COL5A2 COL6A1

COL4A5 COL5A2

COL10A1 COL18A1 COL5A2
COL10A1 COL1A1 COL5A2
COL10A1 COL12A1 COL5A2
COL10A1 COL5A2 COL8A1
COL10A1 COL6A5 COL5A2
COL3A1 COL5A2

COL10A1 COL5A2 COL8A2
COL10A1 COL4A1 COL5A2
COL10A1 COL15A1 COL4A5
COL15A1 COL4A5 COL6A1
COL11A1 COL5A2

COL14A1 COL1A2

COL11A1 COL15A1
COL11A1 COL4A1 COL4A5
COL11A1 COL4A5 COL6A1
COL11A1 COL18A1 COL6A1
COL5A2 COL7A1

COL15A1 COL7A1

COL6A1 COL7A1

COL3A1 COL7A1

COL10A1 COL16A1 COL7A1
COL16A1 COL17A1 COL7A1
COL11A1 COL7A1

COL10A1 COL4A1 COL7A1
COL10A1 COL5A1 COL7A1

COL5A3 COL6A2

COL18A1 COL5A2 COL8A2
COL17A1 COL5A2
COL15A1 COL17A1
COL17A1 COL3A1 COL8A2
COL17A1 COL6A1 COL8A2
COL17A1 COL18A1 COL3A1
COL1A1 COL5A2 COLBA2
COL11A1 COL17A1

COL14A1 COL8A2 COL9A2
COL14A1 COL17A1 COL5A3
COL14A1 COL1A1 COL5A3
COL4A2 COL5A3 COLBA2
COL1A2 COL5A3 COL8A2
COL4A2 COL5A3 COLBA1
COL27A1 COL5A3

COL4A2 COL6A2

COL1A2 COL3A1 COL5A3
COL14A1 COL5A3 COL6A1
COL10A1 COL14A1 COL5A3
COL1A1 COL5A3 COLBA1
COL14A1 COL4A2 COL5A3
COL14A1 COL5A1 COL5A3
COL14A1 COL18A1 COL5A3
COL14A1 COL15A1 COL5A3
COL11A1 COL14A1 COL5A3
COL14A1 COL5A3 COL8A2
COL14A1 COL4A5 COL5A3
COL14A1 COL3A1 COL5A3
COL14A1 COL6A5 COL5A3
COL14A1 COL16A1 COL5A3
COL14A1 COL5A3 COL9A2
COL14A1 COL5A3 COL8A1

Risk

.01

.00
.00
.00
.00
.00
.00
.00
.00
.00

1.00
1.00

Low Risk
HR<1

Low Risk
HR<1

Low Risk
HR< 1

High Risk
HR>1



|

Wgoo

e

1.50

-1.50

-6 B—

Figure S9A

Risk

37ANIdS OILOLIN XHVINTIVH
SISANIOOLYNHIAS MHYINTIVH
SISVLSO3INOH 71043 LSITOHO MHVINTIVH
3SNOJS3H NIF10dd a3aT04NN MHYANTIVH
ONITVYNOIS LOHOLA XHVINTIVH
ANIOdMOIHO WeOD MHYINTIVH

S139dV.1 423 MHYINTIVH

NOIL3HO3S NI3LOHd MHYINTIVH
3SNOJS3H NIOOHANY XHVINTIVH
NOILYIAHOHJSOHd 3AILYAIXO MHYATIVH
CA S1394V.L QAN MHYINTIVH

LA S1394V.L DAN MHYINTIVH

H1Vd3d YNA MHVYNTIVH

JNOSIXOH3d MHYNTIVH

WSIT08VY L3N dIOV 3718 MHYINTIVH
WSIT0gY L3N JILOIGONIX MHYANTIVH
WSITO8V.LIN AIOV ALLV MHYNTIVH
SISANTO0IAY XHVNTIVH

ST130 V1349 SYIHONVd MHYINTIVH
ONITYNDIS HOLON XHVYINTIVH

ONIMVYNDIS NINTLYO V139 LNM MHYATIVH
ATdV3 ISNOdS3H NID0HLSI MHYNTIVH
dN ISNOdS3d AN MHYINTIVH

AVMHLYd €Sd MHYINTIVH

31V1 ISNOJS3H NIO0OHLSI HHVINTIVH
VIXOdAH MHYINTIVH

SISATOOATO MHYINTIVH

NA ONITVYNOIS SYHM MHYNTIVH
WSINOaVY.LIN INIH XHVINTIVH

ONITVNDIS HOLW MY MEld XHVINTIVH
30V3HNS vOIdVY MHVYNTIVH

NG 3ISNOJS3H AN MHYANTIVH

ONITYNOIS V139 491 MHYANTIVH
SISINIODOAN MHYNTIVH

NOILONNF 1vOIdY MHYATIVH

NOILISNVH L TVWAHONISIN VIT3H LId3 MHYNTIVH
SISANIODOIONY MHYATIVH

ONIMVYNOIS OOHIOATH MHYINTIVH

dN ONITYNOIS SYHM MHYINTIVH

GX4N YIAONITYNOIS VANL MHYNTIVH
NOLLYTINOYOD MHYINTIVH

SISO1dOdY MHYINTIVH

ISNOJSIH VIWAY'O NOHIFHILNI MHYINTIVH
3SNOJS3H VHJTY NOHI4HILNI MHYINTIVH
ONITVYNOIS SLVLS 27 MHYINTIVH
3SNOJS3H AHOLVWINYIANI MHYINTIVH
ONITYNOIS ELV.LS MVI 97 MHYINTIVH
ANINITdINOD HHYINTIVH

NOILO3r3d 14vdo0T11vY xm<_>_J_J_<I

Combinations

7 7 =<
I7) 7 4
D D
— I — I I
[=JeNeololololoRlolololoNoloNoNolololololololololololoNoloNoNololololoNoNe]
S A R S R A R A A A R e e S s A A R A A A R s R R R R S R R R e e R R =]
[=NeNeoRoNoNeoNeoNoloNeNoll Jb i i HeleNeNoNeoleNek JeoloNeoNeoNoNall b b o o
I wIw wa v
333 EO8R3 g% 3
= O 000 OO O
0000
8000 2 BER EE B L
- - - - QN Wnw NL <L~ << <N NN~
N RIS T ORI OO T ITILEEE
IANdo JddNd I dJ Jomwoonhsddd ddddddJnddNO0 JdJddddd
328233238838352233383338383823383333838838
069206022629 92606680222029990960260202209
Bz3x3%;3 %oy RETEETTE9EE-9F2553]
i M R ARt B b i i Brheahats i B hrpapririrke
0000000000000 000O0O00O0O0O0O0O0O0O0O0O0O0O0O0O0O0O000
000000000 OLOLVLOLOLLOLOLLLOLOLLLLOLLVLLOLLLLOLLLOOLOLOLOLO
| T 1IN
|| || | HE B B Bl
|| EE B E BN ||
|| f
||
|| o |
f
| H BN
N | |
[ | HEE BN m
'HH HE m HEEEETE E e ||

HR>1

1.00
1.00
1.00
1.00
1.00
1.00
1.00

COL14A1 COL5A3
COL14A1 COL6A5
COL14A1 COL8A1
COL14A1 COL18A1
COL14A1 COL9A2
COL14A1 COL8A2
COL14A1 COL1A2




Figure S9B
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Figure S10B
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Figure S11A




Figure S11B | COL7A1 Stroma Expression




Figure S11C

COL7 expression in normal skin




Figure S12A
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Figure S12A
COL1A2 (Kruskal-Wallis p = 0.02)
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Figure S12B
COL4A1 (Kruskal-Wallis p = 0.24)
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Figure S12B
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Figure 512C COL5A1 (Kruskal-Wallis p = 0.53)
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Figure S12C

COLSA2 (Kruskal-Wallis p = 0.64)
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