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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Antibodies
Antibodies used

The RNA-seq data used in this study are from publically available datasets TCGA-Breast Invasive Carcinoma and TCGA-Mesothelioma accessible from the TCGA
database (https://portal.gdc.cancer.gov/) . The remaining data are available within the Article, Supplementary Information and Source data file with this paper.

Sample sizes for cell culture experiments were selected to be at least n=2 based on standards in the literature. Sample sizes for in vivo tumor
studies were determined based on pilot studies in mice, which established tumor incidence, and variability in data between the individual
mice.

No data was excluded from the analysis.

All experiments were performed at least 2-3 times. Detailed information on replicates is available in the methods and figure legends.

For in vivo study, animals were randomly assigned to tumor cell injection or treatment groups. Randomization is not relevant for in vitro cell
line experiments.

No blinding test was used in this study since the same investigator designed and performed experiments.

YAP, Santa Cruz (sc-101199, Lot# F2916)1:1000 for WB and 1:800 for IF

CTGF, Santa Cruz (sc-25440, Lot# G1814) 1:1000

MYC, Santa Cruz (sc-40, Lot# A2315)1:1000

MLC2, Santa Cruz (sc-517205 Lot# K1016)1:1000

RhoA, Santa Cruz (sc-418 Lot# F0717))1:1000

pan-Rac, Santa Cruz (sc-514583, Lot # I0117)1:1000

Cdc42,Santa Cruz (sc-8401, Lot #E3017)1:1000

ROCK1, Santa Cruz (sc-17794, Lot# B2113)1:1000
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Validation

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

ROCK2,Santa Cruz (sc-5561, Lot# D2015)1:1000

p-YAP, Cell Signaling, (13008S Lot: 5)1:1000

p-Cofilin, Cell Signaling, (3313S Lot: 7)1:1000

p-MLC2, Cell Signaling, (3674S Lot: 5)1:1000

Cofilin, Cell Signaling, (5175S Lot:5)1:1000

pPAK1, Cell Signaling, (2606S Lot: 6)1:1000

pPAK4/5, Cell Signaling, (3241S Lot:5)1:1000

GAPDH, Santa Cruz (sc-47724, Lot#J1119) 1:1000

PAK2, Cell Signaling, (2608S Lot:5)1:1000

PAK4, Cell Signaling (62690 Lot:5)1:1000

Caspase3, Cell Signaling, (9662)1:200

Ki67, Cell Signaling, (12202)1:200

TEAD4, AbCam (ab58308 Lot: GR49788-1)1:1000

mouse anti-!-tubulin, Sigma (05-829)1:10000

normal rabbit IgG, Santa Cruz (sc-2027, Lot #C0411)

normal mouse IgG, Santa Cruz (sc-2025, Lot #B0619)

mouse anti-"-actin, Sigma (A5316) 1:10000

Dako EnVision+System-HRP Labelled Polymer anti rabbit, Dako (K4003, Lot#11158845)

All antibodies are commercially available and are stated to be tested by the manufacturer for species reactivity to human and mouse.
Information in CST, AbCam, Santa Cruz and Dako certificate of analyses. Cell signaling uses hallmark strategies binary model, ranged

expression, orthogonal data, multiple antibodies, heterologous expression, and complementary assays. Abcam and Santa Cruz
antibodies are knock-out validated or validated in cells with established levels of protein expression. Sigma uses cell treatment
antibody validation methods where antibodies directed against pan proteins are tested in multiple cell lines that express varying
levels of protein across different species. Dako concentrate antibody antibodies are validated through cross-lot testing and on end
user operating procedures. The statements and validation data for each primary antibody for the species and application are also
available on the manufacturer’s website. In addition antibodies were monitored in house to detect protein of the reported size by
western blot in over expression and/or knock down experiments.

All cell lines (MCF10A, MDA MB 231, MDA MB 468, HEK293T, H2052, U373MG, U251 MG, SF295, HCC193, PC-9. HCC1395,
HCC1954, U138MG, SK-MEL-2, SK-LMS-1, HCC1937, HCC1806, H1299, LN229, M059J, M059K BT-549, H2373, MSTO-211H,
Snu387, SK-BR-3) were procured from ATCC

All cell lines used in the study were profiled for STR conducted by Genewiz, USA or in house DNA sequencing facility and
cross-checked for authentication with the published STR profile provided by ATCC

All cell lines used in the study were routinely tested for mycoplasma infection and were found to be free of contamination

No commonly misidentified cell lines were used in the study

6-week-old immunocompromised female SCID mice purchased from Charles River Laboratories, USA. They were maintained in 12 hr
light/dark cycles (7AM to 7PM) at 68F to 70F with 30 to 70% humidity condition.

Study did not involve wild animals

Study did not involve samples collected from the field

All mouse experiments were approved by the Icahn School of Medicine at Mount Sinai Animal Care and Use Committee (Protocol no.
LA12-00037).




