A

=2
o

Cc

o
O

E

=2
O

T Serum

30 R?2=0.9911

20

10

0 T T T T T T 1
13 12 11 10 9 -8 -7 -6 -5

Concentration (log,oM)

40— Kidney

30 R? =0.9964

20

10—

0 T T T T T T 1
-13 12 11 10 9 -8 -7 -6 -5
Concentration (log4oM)

. Heart

30 R?2=0.9972

20

10

0 — T T T T T T
13 12 11 10 9 -8 -7 -6 -5

Concentration (log4yM)

40— Brain

30 R? =0.9920
20

104

0 — T T T T T T
-13 12 11 10 9 -8 -7 -6 -5

Concentration (log,oM)

B
40

30
(=2
o 20_

10

Liver

R? =0.9932

0

-13

D
40

30
T 20-
3 20

10

1 I I I ! 1 I 1
12 11 10 9 -8 -7 -6 5
Concentration (log,oM)

Lung

R?=0.9897

0
-13

F
40

30
(=2
Q 204

10

| I I I | | I 1
12 11 10 -9 -8 -7 -6 5
Concentration (log,oM)

Muscle

R?=0.9942

0
-13

I I I I ! I I 1
12 11 10 9 -8 -7 -6 5
Concentration (log;oM)



Supplementary Figure S5. Standard curve for 2’-O-MOE gapmer from: (A) serum, and (B-G) different
tissue lysates. The linear regression obtained from each biological matrix was used for quantification of 2'-

O-MOE gapmer in Figure 3. The qPCR for each standard point was performed in technical triplicate.



