Figure 3-Source Data 1. Significantly differentially expressed genes between B-cells

(CTL_Beta) and bihormonal cells (20dpt_Bihormonal) from DESeq (Padj<0.05)
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1892

104
24

582
53
27
89
85
78

208

2919

38
133

3,30
3,29
3,27
3,27
3,26
3,25
3,23
3,21
3,19
3,17
3,16
3,12
3,12
3,12
3,11
3,08
3,08
3,06
3,06
3,03
3,02
3,00
3,00
2,99
2,97
2,97
2,96
2,96
2,95
2,95
2,94
2,93
2,92
2,92
2,92
2,92
2,92
2,91
2,91
2,91
2,91
2,90
2,88
2,88
2,87
2,87
2,87
2,87
2,86
2,85
2,85
2,85
2,83
2,81
2,81
2,78
2,77
2,77
2,77
2,76
2,76
2,75
2,75
2,75
2,75

4,96E-12
1,70E-06
6,79E-06
7,03E-04
2,40E-07
6,70E-09
3,76E-10
2,29E-04
2,39E-05
6,82E-12
2,03E-04
2,74E-07
1,54E-09
1,18E-07
8,23E-04
8,31E-13
3,35E-05
9,85E-07
7,49E-06
2,60E-06
1,11E-05
5,20E-03
3,58E-09
1,25E-06
8,11E-05
1,20E-03
3,09E-06
4,32E-12
1,61E-07
2,87E-03
1,35E-04
2,37E-03
3,12E-04
1,01E-06
2,44E-06
3,95E-04
2,40E-04
3,68E-06
4,90E-03
2,44E-08
1,26E-03
2,81E-05
4,07E-11
9,18E-09
5,96E-07
7,84E-05
3,61E-04
1,21E-13
3,59E-06
1,44E-13
8,87E-08
8,60E-07
8,90E-10
3,95E-04
8,24E-05
7,29E-07
5,44E-05
3,58E-05
1,05E-03
8,73E-07
5,37E-06
2,96E-09
7,10E-04
7,15E-05
8,37E-06



ENSDARG00000006093
ENSDARGO00000032799
ENSDARGO00000098257
ENSDARG00000011618
ENSDARG00000101629
ENSDARG00000026098
ENSDARG00000102594
ENSDARG00000114762
ENSDARG00000044688
ENSDARG00000096327
ENSDARG00000013721
ENSDARG00000045442
ENSDARG00000075793
ENSDARG00000062693
ENSDARG00000051923
ENSDARGO00000089856
ENSDARG00000074184
ENSDARG00000035018
ENSDARG00000063150
ENSDARG00000004246
ENSDARG00000023062
ENSDARG00000068432
ENSDARG00000003200
ENSDARG00000103754
ENSDARG00000062590
ENSDARGO00000000606
ENSDARG00000071021
ENSDARG00000011027
ENSDARG00000089009
ENSDARG00000029439
ENSDARG00000087804
ENSDARG00000102153
ENSDARG00000061976
ENSDARG00000053431
ENSDARG00000103071
ENSDARG00000071493
ENSDARG00000087753
ENSDARG00000071042
ENSDARG00000089444
ENSDARG00000098925
ENSDARG00000075491
ENSDARG00000037062
ENSDARG00000074863
ENSDARG00000053684
ENSDARG00000040982
ENSDARG00000079962
ENSDARG00000026165
ENSDARG00000033327
ENSDARG00000069692
ENSDARG00000043137
ENSDARG00000039453
ENSDARG00000097652
ENSDARG00000076174
ENSDARG00000019396
ENSDARG00000087094
ENSDARG00000004169
ENSDARG00000014804
ENSDARG00000002403
ENSDARG00000078888
ENSDARG00000098191
ENSDARG00000001559
ENSDARGO00000041006
ENSDARG00000042833
ENSDARG00000104732
ENSDARG00000075718

cdk15

kend2

pcdhl5a
slc26a2
CABZ01079192.1
si:dkey-13a21.4
zgc:194627
CABZ01084131.1
dusp4

cd16412
gbpca.2

cpbl

prexl

nrxn3b

ccnbl

cita

arhgap32b

thyl

nrxn2b

slit2

cyr6l
si:dkey-56m19.5
foxm1

aspm

pleca

dnah6

papss2a

fgfrla

frmpdlb
atp2a2a
tnfrsflla

nrpla

semabbb
si:ch211-257p13.3
si:ch211-244c8.4
olfm3a
CR388166.1
cx28.8

omgb

prdmlb
si:ch211-26b3.4
dhh
si:dkey-112m2.1
aldob

fgfla

doc2d

colllala

unc5b

col7all

cdca8

dhrs7ca
si:dkey-234i14.2
trim2b

rergla

foxa

stmnla
cacna2dla
nusapl

iggapl
si:dkey-1612.20
csmd2

st3gald

rffl

mlycd

rpz5

182

59

26

28

26

18

11

4741
11
86

12

18

26

11

21

17

32

11

75
82

194
340
232
57
24
195
28
65
129
174
86
139
245
95
24
27
437
98
220
270
114
115
20
26
2654
41
30
436
404
1158
43
367
166
124
55
207
23
163
31
120
67
19
25
32356
66
528
56
76
111
26
56
162
66
19
127
165
19
37
198
21
67
429
458
42
47

2,74
2,74
2,72
2,72
2,72
2,71
2,71
2,71
2,71
2,71
2,70
2,69
2,69
2,69
2,69
2,67
2,67
2,66
2,66
2,66
2,66
2,65
2,64
2,64
2,63
2,62
2,62
2,60
2,60
2,59
2,58
2,57
2,56
2,56
2,56
2,54
2,54
2,54
2,54
2,53
2,52
2,52
2,50
2,50
2,49
2,49
2,49
2,48
2,48
2,47
2,46
2,46
2,45
2,45
2,44
2,44
2,44
2,44
2,43
2,43
2,43
2,43
2,43
2,42
2,42

3,26E-07
8,81E-08
3,57E-08
6,70E-05
1,16E-03
1,93E-08
3,05E-02
3,67E-08
3,69E-08
2,04E-05
2,67E-05
1,67E-04
1,57E-06
3,49E-06
1,44E-02
6,99E-05
1,19E-09
1,18E-07
3,75E-09
1,31E-09
6,63E-06
2,37E-06
1,61E-02
3,95E-02
3,57E-11
1,43E-03
8,37E-06
5,75E-08
2,54E-08
2,44E-08
9,19E-03
7,19E-09
5,39E-07
4,85E-04
3,47E-05
2,25E-03
2,31E-03
7,95E-06
1,15E-03
2,38E-04
7,86E-09
4,84E-03
1,60E-02
8,84E-04
1,41E-07
6,98E-06
5,53E-03
7,26E-05
8,98E-05
4,85E-02
2,31E-03
2,33E-04
1,25E-05
1,25E-02
4,30E-06
3,99E-02
1,12E-03
1,87E-02
1,86E-04
1,70E-02
1,01E-04
1,29E-07
1,75E-09
1,77E-05
6,65E-03



ENSDARGO00000078908
ENSDARG00000071498
ENSDARG00000011824
ENSDARG00000062325
ENSDARG00000079771
ENSDARGO00000069946
ENSDARG00000012968
ENSDARG00000062045
ENSDARG00000102824
ENSDARGO00000079479
ENSDARGO00000098029
ENSDARG00000116871
ENSDARGO00000061196
ENSDARG00000024488
ENSDARG00000100498
ENSDARG00000077073
ENSDARG00000076496
ENSDARG00000102584
ENSDARG00000020929
ENSDARG00000060243
ENSDARG00000090230
ENSDARG00000006456
ENSDARG00000024365
ENSDARG00000033683
ENSDARG00000001634
ENSDARG00000038066
ENSDARGO00000039657
ENSDARG00000103503
ENSDARG00000069111
ENSDARG00000006832
ENSDARG00000070656
ENSDARG00000099038
ENSDARG00000028507
ENSDARG00000091956
ENSDARG00000104295
ENSDARG00000069407
ENSDARG00000088862
ENSDARG00000033655
ENSDARG00000001803
ENSDARG00000018653
ENSDARG00000036107
ENSDARG00000034168
ENSDARG00000100307
ENSDARG00000055752
ENSDARG00000095458
ENSDARG00000101911
ENSDARG00000077367
ENSDARG00000100313
ENSDARG00000087704
ENSDARG00000059809
ENSDARG00000037640
ENSDARG00000016454
ENSDARG00000057833
ENSDARG00000103679
ENSDARG00000092169
ENSDARG00000026482
ENSDARG00000071823
ENSDARG00000016139
ENSDARG00000017038
ENSDARG00000077761
ENSDARG00000013310
ENSDARG00000076534
ENSDARG00000014646
ENSDARG00000043746
ENSDARG00000079850

fbxo41

fhlla

pbxiplb
shank2

peal5

itgabb

rhoub

illraplla
pcdh10b

gpré
si:ch211-129018.4
BX284638.1
emilin2a

top2a
CABZ01079251.1
tancla
frmd4bb

cpne7
fam49ba
enox1
tmem108
pdgfrl

crifla

tpma

kirrella

kpna2

fank1

dgatla

IKZF2

galnt9
si:ch211-69g19.2
kengl

itgb4
tmem184bb
arhgap21la
2gc:194990
stxbp6

stmnlb

kenh6a

acot7

txnipa

serpinil
adamts5
npas4a
si:dkey-240h12.3
si:dkeyp-86d6.2
ntng2a
pip5klcb

gfra3

caska

aurkb

esr2a

gulplb

bmp16
si:dkey-250k15.4
arhgap12b
adarb2

mkks
2gc:152670
nlgndb
map3k15
si:ch211-14a17.10
aoc2

nrxn3a

dchsi1b

522
17
13

553
15
96

30
11

34

18
22

24

189

163
158

1330
63

159
70

17
33

16

15

w

151

285
64

45
34
2814
96
76
3195
94
514
21
167
65
21
18
58
180
35
95
134
26
128
25
1015
74
20
41
122
28
94
19
27
34
45
152
22
277
2162
427
880
770
18
6702
315
23
814
363
42
96
165
49
77
36
75
35
23
26
697
88
24
22
115
50
42
1529
294
21

2,41
2,41
2,40
2,40
2,39
2,39
2,39
2,37
2,37
2,37
2,37
2,36
2,36
2,36
2,35
2,35
2,34
2,33
2,32
2,32
2,31
2,30
2,30
2,30
2,30
2,30
2,30
2,30
2,30
2,29
2,29
2,29
2,28
2,28
2,28
2,27
2,27
2,25
2,25
2,25
2,24
2,24
2,24
2,24
2,24
2,23
2,23
2,22
2,21
2,21
2,19
2,19
2,18
2,17
2,17
2,17
2,16
2,16
2,16
2,16
2,15
2,15
2,15
2,15
2,15

1,35E-07
1,72E-02
1,82E-12
3,85E-08
1,44E-05
4,06E-05
1,78E-03
3,23E-10
9,22E-04
3,45E-05
1,10E-04
1,00E-03
3,15E-02
4,36E-02
6,21E-08
2,60E-03
1,03E-06
2,60E-03
1,68E-04
6,39E-07
2,23E-04
2,95E-05
6,79E-06
1,47E-02
8,80E-06
3,30E-02
1,28E-02
5,97E-08
1,43E-03
1,81E-03
4,06E-02
3,24E-03
1,42E-04
1,48E-03
3,45E-10
3,50E-06
1,12E-05
8,68E-04
2,29E-10
1,93E-03
6,20E-06
5,65E-06
8,45E-05
6,94E-05
1,36E-04
1,25E-04
2,25E-03
4,26E-05
7,79E-03
1,46E-06
4,09E-02
5,62E-04
1,28E-02
1,84E-02
2,48E-03
6,70E-09
2,98E-03
2,34E-04
4,32E-03
2,56E-03
1,31E-02
4,83E-05
7,52E-03
1,15E-07
2,15E-02



ENSDARGO00000058117
ENSDARGO00000045568
ENSDARG00000116442
ENSDARGO00000007149
ENSDARG00000075562
ENSDARGO00000045878
ENSDARGO00000007856
ENSDARG00000023578
ENSDARGO00000060113
ENSDARGO00000068468
ENSDARG00000035895
ENSDARG00000100019
ENSDARG00000104326
ENSDARG00000055592
ENSDARGO00000068461
ENSDARG00000062056
ENSDARG00000101812
ENSDARG00000075621
ENSDARG00000074443
ENSDARG00000103746
ENSDARG00000042151
ENSDARG00000091726
ENSDARG00000071375
ENSDARG00000061899
ENSDARG00000063007
ENSDARG00000087916
ENSDARG00000030411
ENSDARG00000058666
ENSDARG00000054177
ENSDARG00000014302
ENSDARG00000097691
ENSDARG00000102975
ENSDARG00000073952
ENSDARG00000016868
ENSDARG00000090035
ENSDARG00000044167
ENSDARG00000021806
ENSDARG00000020702
ENSDARG00000104296
ENSDARG00000018149
ENSDARG00000010654
ENSDARG00000114589
ENSDARG00000004451
ENSDARG00000045371
ENSDARG00000079622
ENSDARG00000025034
ENSDARG00000104713
ENSDARG00000086838
ENSDARG00000068624
ENSDARG00000000906
ENSDARG00000016404
ENSDARG00000058369
ENSDARG00000079484
ENSDARG00000006044
ENSDARG00000011407
ENSDARG00000059746
ENSDARG00000006983
ENSDARG00000036082
ENSDARG00000091061
ENSDARG00000001889
ENSDARG00000037393
ENSDARG00000060610
ENSDARG00000035715
ENSDARG00000046140
ENSDARG00000043241

snap25b
bcatl
FAM46A
l1cama
si:ch211-11908.4
nudtdb
rtndrlla
lpp
znf395a
dnah3
fndc5b
arhgaplla
si:dkey-183i3.9
capn2b
2gc:162939
elmod1
zgc:114120
birc5a
gas7a
mapkbp1l
skia

aebpl
celf5a
iqub

apc2
tmem240a
crygn2
dennd2da
adgrala
brinp2
pclaf

nsg2
slc4a7
rhobtb2a
rtn4r
padi2
zfp3612
odf2b
2gc:165508
slc38a4
arhgap42b
jam3a
tnfrsfa
prdm14
frmd5
syngr3b
zgc:165653
itga2.3
si:dkey-27p18.5
skap2
ptchl
mex3b
kentl

ust
col2alb
plodla
celf3b
tphlb
slc38a3b
tubala
slc43ala
pcdh7b
marcksl1lb
2gc:112038
arrbl

163
65

158
46

19

87
333

175

213

128
44

29
11
15

60

65
23

28
10
34

652
131
132
32
35
30

69

11

39

158

24

10

546

10

10

18

11

86

78

31

17

62

763
300
753
223
38
90
35
429
1517
22
803
21
979
19
562
191
24
21
141
48
66
26
258
34
284
102
22
126
44
150
18
2776
562
560
140
148
134
26
304
50
165
655
104
46
22
2234
19
46
21
32
46
78
20
35
52
38
350
28
332
127
76
42
278
30
23

2,14
2,14
2,14
2,13
2,12
2,12
2,11
2,11
2,11
2,11
2,10
2,10
2,10
2,09
2,09
2,09
2,08
2,08
2,08
2,08
2,08
2,08
2,07
2,07
2,06
2,06
2,06
2,06
2,04
2,04
2,04
2,04
2,03
2,03
2,03
2,03
2,02
2,02
2,02
2,02
2,02
2,01
2,01
2,01
2,01
2,00
2,00
2,00
2,00
2,00
1,99
1,99
1,99
1,99
1,98
1,98
1,98
1,98
1,97
1,97
1,97
1,97
1,96
1,96
1,96

1,59E-05
2,09E-06
1,10E-04
2,87E-04
1,01E-03
1,71E-04
3,67E-05
2,95E-03
1,10E-05
3,30E-02
5,46E-05
1,80E-02
6,73E-05
8,54E-03
2,41E-08
5,43E-09
4,69E-03
3,36E-02
2,81E-03
1,89E-05
1,46E-05
7,95E-03
9,13E-08
4,67E-02
8,99E-08
2,21E-08
7,28E-04
2,29E-04
1,08E-03
1,26E-04
1,09E-03
6,38E-07
6,55E-06
3,43E-07
1,69E-04
7,53E-08
6,45E-04
8,02E-04
2,34E-04
5,00E-03
2,95E-05
3,02E-08
5,59E-04
9,18E-03
7,67E-03
2,36E-09
2,42E-02
2,68E-03
2,13E-03
4,36E-02
4,91E-04
3,58E-05
2,65E-02
3,84E-02
1,04E-02
6,78E-03
4,14E-07
2,44E-04
8,46E-04
2,83E-06
3,12E-03
4,53E-02
8,98E-03
4,08E-03
2,15E-03



ENSDARG00000009493
ENSDARGO00000035338
ENSDARGO00000088195
ENSDARG00000013441
ENSDARG00000070012
ENSDARGO00000054911
ENSDARG00000105034
ENSDARGO00000059815
ENSDARGO00000059747
ENSDARGO00000090876
ENSDARG00000030107
ENSDARG00000025024
ENSDARGO00000036968
ENSDARGO00000098511
ENSDARGO00000076386
ENSDARG00000101482
ENSDARG00000105529
ENSDARGO00000045804
ENSDARG00000114948
ENSDARG00000090646
ENSDARG00000069430
ENSDARG00000103156
ENSDARG00000102051
ENSDARG00000103056
ENSDARG00000034443
ENSDARG00000089172
ENSDARG00000021086
ENSDARG00000104841
ENSDARG00000097855
ENSDARG00000020956
ENSDARG00000077569
ENSDARG00000037603
ENSDARG00000075158
ENSDARG00000079166
ENSDARG00000090607
ENSDARG00000023683
ENSDARG00000043446
ENSDARG00000101178
ENSDARG00000044056
ENSDARG00000087299
ENSDARG00000029431
ENSDARG00000018270
ENSDARG00000002731
ENSDARG00000037495
ENSDARG00000092310
ENSDARG00000100851
ENSDARG00000074149
ENSDARG00000061600
ENSDARG00000069006
ENSDARG00000040907
ENSDARG00000063417
ENSDARG00000042368
ENSDARG00000035859
ENSDARG00000073944
ENSDARG00000019417
ENSDARG00000113771
ENSDARG00000054448
ENSDARG00000067859
ENSDARG00000005464
ENSDARG00000060103
ENSDARG00000079946
ENSDARG00000036446
ENSDARG00000088593
ENSDARG00000008186
ENSDARG00000052468

MAP3K13

tppp2
si:ch211-168f7.5
hey2

sesn2

tmsb

zdhhc18b

oaz2b

kenj19a
si:dkey-217f16.5
si:ch211-207i1.2
pnoca
si:ch1073-416d2.3
ntrk2b

epdll

hk2

vgf

abhd2b
zgc:194551
tnk2a

tp53illa

gpcba

mtb

itgad

mpped2
si:ch1073-391i24.1
znf367
CABZ01015475.1
C20rf88

pck2

Irrn3a
zgc:162144
igdcc3

ace
si:dkeyp-117b11.1
cacnalfb

efhdl

sh3rf2

ahil

armc9
si:ch211-147k10.5
olfmla

sdc2

rtnédrl2b
si:ch211-199g17.2
gphnb

itprlb

tmem?2

tle3b

gcgb

erf

kif26aa

angptl4
si:ch73-386h18.1
gadd45ga

GRIK2

kiflc

scospondin
dnaselll

cpeb3

sqlea

PRKAR2B

chstl

syk
GSK3B (1 of many)

39
18
10

90
11

42
245

76
4626
217

516

28

73

34
384

273
31
11

23
49
10
20
365
54
35
18
31
105
26

35
646
1856

105
214
23
76
1785
80
18
1126
232
1070
143
19

38
68

22
43
56

164
73
42
34

361
47
17

171

985
22

302

18846

893

19
2098
33
17

113
28

279
35

132

1465
20
1029

122
49
32
30
86

183
42
76

1440

216

138
72

114

378
98
23

129

2319
7174
29

376

775
83

271

7351

282

69
4075
818
3960

502
68
23

135

241
30
22
81

151

197

1,96
1,95
1,95
1,94
1,94
1,94
1,94
1,93
1,93
1,92
1,91
1,91
1,91
1,91
1,90
1,90
1,90
1,90
1,89
1,88
1,88
1,88
1,88
1,88
1,88
1,87
1,87
1,86
1,86
1,85
1,85
1,85
1,84
1,84
1,83
1,83
1,82
1,82
1,82
1,82
1,82
1,82
1,81
1,81
1,81
1,81
1,80
1,80
1,80
1,79
1,79
1,79
1,78
1,78
1,78
1,77
1,77
1,77
1,77
1,77
1,76
1,76
1,76
1,76
1,76

5,10E-04
1,99E-05
4,34E-04
2,13E-02
3,90E-06
4,70E-03
7,72E-03
1,98E-04
6,70E-05
6,45E-04
8,77E-05
1,01E-03
2,04E-03
3,03E-03
1,42E-03
4,78E-03
1,38E-02
1,94E-03
3,96E-02
2,19E-07
3,76E-03
2,95E-05
8,67E-06
3,94E-02
1,28E-07
1,42E-03
2,09E-02
2,55E-03
2,52E-02
6,18E-06
1,24E-05
4,02E-02
1,16E-03
5,50E-03
9,01E-03
3,76E-03
3,00E-03
1,02E-04
5,32E-09
2,74E-06
4,90E-02
1,29E-04
3,69E-08
4,59E-03
8,77E-03
7,93E-08
1,59E-05
7,08E-06
6,38E-06
3,93E-02
5,48E-07
1,88E-03
2,38E-04
3,58E-07
2,26E-03
2,81E-06
1,20E-03
1,34E-02
7,05E-05
1,42E-04
3,55E-02
1,64E-02
2,11E-03
6,20E-06
1,02E-04



ENSDARG00000094994
ENSDARGO00000007912
ENSDARG00000056530
ENSDARG00000044362
ENSDARG00000043131
ENSDARG00000038822
ENSDARG00000001950
ENSDARG00000028661
ENSDARG00000099096
ENSDARG00000023302
ENSDARGO00000045803
ENSDARG00000052020
ENSDARG00000044808
ENSDARGO00000006878
ENSDARG00000027063
ENSDARG00000025522
ENSDARGO00000086490
ENSDARGO00000056797
ENSDARG00000078781
ENSDARG00000017710
ENSDARG00000088100
ENSDARG00000071410
ENSDARG00000058100
ENSDARG00000092199
ENSDARG00000021539
ENSDARG00000010823
ENSDARG00000112961
ENSDARG00000075222
ENSDARG00000060678
ENSDARG00000104222
ENSDARG00000098526
ENSDARG00000056541
ENSDARG00000006601
ENSDARG00000059801
ENSDARG00000095826
ENSDARG00000017929
ENSDARG00000076943
ENSDARG00000096637
ENSDARG00000060372
ENSDARG00000098880
ENSDARG00000035918
ENSDARG00000027602
ENSDARG00000100020
ENSDARG00000038574
ENSDARG00000004871
ENSDARG00000032369
ENSDARG00000093081
ENSDARG00000087822
ENSDARG00000099752
ENSDARG00000076025
ENSDARG00000014680
ENSDARG00000000161
ENSDARG00000059616
ENSDARG00000070338
ENSDARG00000053452
ENSDARG00000061371
ENSDARG00000099079
ENSDARG00000071009
ENSDARG00000006522
ENSDARGO00000073866
ENSDARG00000022254
ENSDARG00000014939
ENSDARG00000055585
ENSDARG00000006474
ENSDARG00000027724

si:dkey-106c17.2
si:ch211-196i2.1
cpamd8
uncl19b
BX664625.1
mrclb

akl

cntfr

gabrb4

gpbarl
mfge8b
cmtmé
slc4adb
phf21aa
arpclb

sgkl
si:dkey-92f12.2
ppp2r2ca
si:ch211-161c3.6
ppplrldab
KCNIP4

cks2

b3gnt3
si:ch211-250c4.4
ephb2b
memol
LO017848.1
amer2

ndst2b

inpplla

gpr75

nrObl

kaznb

pdzd2

smdtla

ncoa2

Ihfpldb
si:dkey-11¢5.11
plxna2

pclob

bzw?2

Irfnl

piml

scg2b

mstlrb

btbdéb
si:ch73-92i20.1
agap3
si:dkey-19b23.7
dgkzb

znf710a

itsn2a

hs3st2

hoxc4a

pop5

cdh18a

aclya

kif20ba

otop2

tdpl

prkcbb

KCNN2
clgaltla

saxo2

dgkb

27
13
15

31
35
36
1121
95
24
58
19
74
14

15
90

169
217
111
188
15
11
84
4
76
60
25
97

746
32
54
17

697
20
19

391

2763

401

433
32
42
50
19

27
21
18
19
42
733
86
19
51
170

22
13
31

28
32
21
93
46
55
22
108
123
129
3813
321
87
193
67
269
48
20
31
53
306
28
555
755
365
608
49
37
278
134
250
206
83
317
26
2399
104
178
58
2212
64
65
1238
8742
1273
1364
106
132
160
64
22
83
69
60
59
132
2254
278
61
162
541
26
70
43
100

1,74
1,74
1,73
1,73
1,73
1,73
1,73
1,72
1,72
1,71
1,71
1,71
1,71
1,71
1,71
1,71
1,70
1,70
1,70
1,70
1,69
1,69
1,68
1,68
1,68
1,68
1,67
1,67
1,67
1,66
1,66
1,66
1,66
1,66
1,66
1,65
1,65
1,65
1,65
1,64
1,64
1,63
1,63
1,63
1,63
1,62
1,62
1,62
1,62
1,61
1,60
1,60
1,60
1,59
1,59
1,59
1,59
1,59
1,59
1,59
1,58
1,57
1,57
1,57
1,57

7,51E-03
6,48E-03
3,05E-02
5,94E-04
3,33E-03
2,53E-02
2,75E-02
1,78E-03
3,98E-04
1,25E-02
8,71E-05
1,32E-06
1,16E-02
2,13E-08
4,68E-03
1,33E-02
9,90E-04
4,26E-03
2,13E-02
2,31E-02
1,30E-03
3,14E-02
4,47E-06
6,85E-03
1,77E-06
1,25E-09
2,27E-03
7,05E-03
1,14E-04
1,26E-04
2,39E-05
6,42E-03
1,02E-04
4,64E-05
6,36E-03
4,04E-06
5,07E-05
1,30E-03
8,98E-03
1,84E-06
4,77E-04
7,00E-03
4,09E-06
2,83E-06
2,55E-05
3,42E-06
1,22E-02
1,17E-05
3,02E-04
2,75E-02
4,56E-02
2,82E-05
1,57E-02
2,91E-02
2,35E-05
2,33E-03
9,38E-06
7,41E-03
1,33E-02
4,31E-03
4,59E-03
2,35E-02
6,82E-03
1,78E-02
8,88E-03



ENSDARGO00000056156
ENSDARG00000091342
ENSDARGO00000098852
ENSDARGO00000088083
ENSDARGO00000069185
ENSDARGO00000090965
ENSDARGO00000076998
ENSDARGO00000041616
ENSDARGO00000058032
ENSDARG00000071465
ENSDARGO00000077536
ENSDARG00000009607
ENSDARG00000027183
ENSDARG00000059202
ENSDARG00000101606
ENSDARG00000114503
ENSDARG00000056572
ENSDARG00000079741
ENSDARG00000018750
ENSDARG00000010267
ENSDARG00000012914
ENSDARG00000012078
ENSDARG00000090326
ENSDARG00000063646
ENSDARG00000102899
ENSDARG00000105083
ENSDARG00000075850
ENSDARG00000028322
ENSDARG00000027423
ENSDARG00000034424
ENSDARG00000008912
ENSDARG00000027807
ENSDARG00000058646
ENSDARG00000091211
ENSDARG00000014053
ENSDARG00000059729
ENSDARG00000011600
ENSDARG00000033950
ENSDARG00000023448
ENSDARG00000005626
ENSDARG00000075188
ENSDARG00000027822
ENSDARG00000059587
ENSDARG00000074828
ENSDARG00000016429
ENSDARG00000112644
ENSDARG00000013841
ENSDARG00000045301
ENSDARG00000020080
ENSDARG00000063649
ENSDARG00000104574
ENSDARG00000015002
ENSDARG00000075156
ENSDARG00000061255
ENSDARG00000104701
ENSDARG00000061096
ENSDARG00000069619
ENSDARG00000102908
ENSDARG00000010610
ENSDARG00000095011
ENSDARG00000022858
ENSDARG00000098368
ENSDARG00000095457
ENSDARG00000061121
ENSDARG00000018961

npdclb
adcy5
smdtlb

sik3

celsrla

ripk3
si:ch73-92i20.1
b3gnt9
si:dkey-6n6.2
Irrc39
snrnp200
ccne

namptb
tspan2b
rims2a

phtf2
si:dkey-261i16.5
CSRNP3
nprlb

dpydb
arhgefd
meislb

MAPK8IP1 (1 of ma

Inpa

cremb

chd5

gnal2
pex14
igflra
atplb2b
slc8a2a

frk

ptprna
adh8a
olfmlb
secl418
ephadb
lamb2l
galntl4
RHOU (1 of many)
adamts10
tmtops2b
CU928117.1
si:dkey-263f15.2
farp2
CU459056.1
abl2

st8sia3

ekl

tead3b
pcské

cdh4
tbcld4
dusp3a
map7dlb
dapk2a
atf7ip

ili6e

sarml
si:ch211-67n3.9
wnt7ba
aplpl
si:ch211-147d7.5
adgri3.1
gtpbp4

191

170
63
66

130
13
28
10
22

458
366
51
13
2830
28

22
20
47
79
693
55
23
43
212
207
214
82
10
17

3010
18
1131
57
212
49
98
35
10
10
28

94
113
92
27
394
33
92
106
53
41
62
67
281

34
25

53
28
138
1020

578
512
198
210
389
41
88
33
69
20
1356
1085
153
40
8484
83
30
68
61
139
229
2032
161
65
131
603
602
605
240
31
48
20
8419
51
3258
164
596
139
276
98
28
29
79
26
263
309
255
77
1120
91
261
287
146
114
168
187
747
17
95
67
23
144
77
366
2711

1,57
1,57
1,57
1,56
1,56
1,56
1,55
1,55
1,54
1,54
1,54
1,54
1,54
1,53
1,53
1,51
1,51
1,51
1,50
1,50
1,50
1,50
1,50
1,49
1,48
1,48
1,48
1,48
1,48
1,47
1,47
1,46
1,46
1,46
1,46
1,45
1,45
1,45
1,45
1,45
1,45
1,44
1,44
1,44
1,44
1,43
1,43
1,42
1,42
1,42
1,41
1,41
1,41
1,41
1,40
1,40
1,40
1,40
1,39
1,39
1,39
1,39
1,38
1,38
1,38

1,67E-06
4,02E-06
6,48E-03
1,06E-02
1,84E-07
4,67E-03
8,75E-03
2,53E-02
1,25E-02
1,12E-02
9,38E-06
6,18E-06
6,88E-04
1,61E-02
8,16E-04
2,82E-03
2,65E-02
3,69E-03
3,34E-02
1,87E-03
1,34E-04
7,79E-04
1,03E-03
7,91E-05
4,05E-02
6,10E-07
2,55E-03
7,79E-08
3,41E-03
3,01E-02
6,37E-05
4,72E-02
2,45E-06
1,97E-02
5,87E-03
4,21E-03
3,76E-04
3,80E-03
8,16E-04
2,13E-06
3,19E-02
1,42E-02
1,64E-03
3,94E-02
1,75E-03
2,92E-05
5,84E-04
2,96E-03
2,29E-02
8,23E-04
2,89E-02
6,72E-05
1,85E-03
3,54E-03
3,06E-05
1,17E-02
3,75E-09
1,80E-02
2,23E-02
1,22E-04
4,20E-02
6,85E-03
2,79E-02
3,21E-07
1,02E-04



ENSDARG00000018773
ENSDARG00000062915
ENSDARG00000100422
ENSDARG00000075024
ENSDARG00000075110
ENSDARGO00000087013
ENSDARGO00000057032
ENSDARG00000087616
ENSDARGO00000058421
ENSDARG00000074447
ENSDARGO00000078348
ENSDARGO00000079468
ENSDARGO00000090185
ENSDARGO00000076618
ENSDARGO00000077134
ENSDARG00000020387
ENSDARGO00000005343
ENSDARG00000035132
ENSDARG00000008983
ENSDARG00000054837
ENSDARG00000061093
ENSDARG00000022176
ENSDARG00000062080
ENSDARG00000060309
ENSDARG00000062485
ENSDARG00000076005
ENSDARG00000003635
ENSDARG00000013649
ENSDARG00000018534
ENSDARG00000102123
ENSDARG00000067626
ENSDARG00000036774
ENSDARG00000021309
ENSDARG00000060184
ENSDARG00000088590
ENSDARG00000036684
ENSDARG00000035056
ENSDARG00000077178
ENSDARG00000031756
ENSDARG00000037961
ENSDARG00000077329
ENSDARG00000078404
ENSDARG00000015731
ENSDARG00000104387
ENSDARG00000105782
ENSDARG00000020000
ENSDARG00000023916
ENSDARG00000058606
ENSDARG00000033599
ENSDARG00000071026
ENSDARG00000004251
ENSDARG00000099257
ENSDARG00000104571
ENSDARG00000006899
ENSDARG00000032868
ENSDARG00000061732
ENSDARG00000092722
ENSDARG00000075849
ENSDARG00000055305
ENSDARG00000092489
ENSDARG00000037607
ENSDARGO00000077545
ENSDARG00000045549
ENSDARG00000036291
ENSDARG00000103924

hivep2b
polr3b
ptpro
si:ch73-375g18.1
dab2ipb
cubn
ppmlnb
maptb
Igilb
dapk3
tcf20
rhobtb1
si:dkeyp-73b11.8
tm2d3
gprl58a
nipsnap3a
ccdc85a
rgs3b
sh3glb2a
2gc:136870
phldbla
IGLON5
shc2
srgap3
dock11
piezo2a.2
mogat3b
casr

slc6a9
phtf2
ywhagl
rgsl2b
rhoca
pknla
pxna
ndufa7
fgfl3a
2gc:152977
mef2aa
rcn3
nign2a
cdh26.1
ano5a
slc4as
CABZ01081777.1
sh3bp4a
phactrl
sikl
zgc:100906
mllt11
dhfr
si:ch73-119p20.1
gadd45ab
farl
pdedba
raphlb
unc5da
prri2b

ret
si:ch73-103b9.2
nol4lb
si:dkey-16p21.7
bik
nucbh2b
zgc:154055

46

10
100
398

37
52
73
84
361
28
16
107
629
101
89
160
58
51
41
77
11
129
84
72
22
322
16
14
205
233
59
99
15
170
25
16
80
262
33
12
22
38
32
89
34
3418
85
176
10
117
86
109
576
117
52
134
2736
24
44
15

4465
37

25
121
27
271
1047
16
97
140
194
219
938
76
43
280
1676
267
236
417
149
134
109
200
29
331
213
183
58
820
43
36
532
583
148
247
38
431
65
41
199
657
82
30
58
95
78
222
86
8400
207
433
26
284
209
259
1370
280
126
318
6512
57
105
38
21
10444
90

1,38
1,37
1,37
1,37
1,37
1,37
1,37
1,37
1,37
1,36
1,36
1,36
1,36
1,36
1,35
1,35
1,35
1,35
1,34
1,33
1,33
1,32
1,32
1,32
1,32
1,32
1,31
1,31
1,31
1,31
1,30
1,30
1,30
1,30
1,30
1,29
1,29
1,29
1,29
1,29
1,29
1,28
1,28
1,27
1,27
1,27
1,27
1,27
1,26
1,25
1,25
1,24
1,24
1,24
1,23
1,23
1,23
1,22
1,22
1,22
1,22
1,22
1,22
1,21
1,21

4,67E-02
1,01E-04
2,69E-02
9,94E-03
6,11E-05
3,64E-02
8,03E-04
4,69E-03
1,39E-03
1,68E-05
1,77E-06
6,51E-03
2,92E-02
8,11E-05
5,65E-03
4,33E-03
6,96E-03
3,80E-04
2,60E-04
1,37E-02
1,07E-02
2,98E-03
4,85E-02
8,39E-04
1,54E-04
1,04E-04
9,94E-03
2,13E-03
3,68E-02
2,05E-02
1,70E-02
1,14E-07
9,12E-05
9,19E-06
1,31E-02
5,34E-03
3,90E-02
9,36E-03
1,11E-03
2,13E-03
3,66E-03
3,31E-02
2,33E-02
1,44E-02
3,74E-04
4,06E-03
3,97E-03
1,28E-03
1,40E-03
5,49E-03
2,76E-02
8,21E-04
5,20E-03
2,44E-05
1,14E-04
4,66E-04
1,35E-02
2,85E-05
1,10E-03
7,73E-03
9,07E-04
5,11E-03
3,54E-02
2,04E-06
1,26E-02



ENSDARG00000018179
ENSDARG00000100452
ENSDARG00000036420
ENSDARG00000014081
ENSDARG00000079295
ENSDARG00000096603
ENSDARG00000042141
ENSDARG00000115902
ENSDARG00000101419
ENSDARG00000029668
ENSDARG00000031763
ENSDARG00000102340
ENSDARG00000098897
ENSDARG00000063626
ENSDARGO00000002988
ENSDARGO00000073883
ENSDARG00000026871
ENSDARG00000099753
ENSDARG00000079908
ENSDARG00000052748
ENSDARG00000005453
ENSDARG00000075851
ENSDARG00000062797
ENSDARG00000077410
ENSDARG00000020845
ENSDARG00000017058
ENSDARG00000091756
ENSDARG00000015053
ENSDARG00000100524
ENSDARG00000036505
ENSDARG00000100708
ENSDARG00000020107
ENSDARG00000006892
ENSDARG00000029524
ENSDARG00000104478
ENSDARG00000062934
ENSDARG00000021579
ENSDARG00000005034
ENSDARG00000104874
ENSDARG00000007774
ENSDARG00000002127
ENSDARG00000078676
ENSDARG00000028000
ENSDARG00000100947
ENSDARG00000009693
ENSDARG00000009242
ENSDARG00000036329
ENSDARG00000103390
ENSDARG00000021846
ENSDARG00000007171
ENSDARG00000061994
ENSDARG00000069995
ENSDARG00000043661
ENSDARG00000037403
ENSDARG00000060070
ENSDARG00000063433
ENSDARG00000104014
ENSDARG00000057007
ENSDARG00000100170
ENSDARG00000017798
ENSDARG00000031768
ENSDARG00000014655
ENSDARG00000090213
ENSDARG00000063910
ENSDARG00000061272

acvrll
nop53
si:dkey-33¢9.6
fam184a
cacnalbb
bmb
myo6b
Inpa

drp2
criml
smad6b
ptn
pds5b
ddx21
tnnt2d
clstn3
uchll
2gc:63863
tmem151a
capnlb
foxp2
oafa
nell2b
myo9b
tnslb
large2
insmla
gripl
abca3b
syt4
jakmip3
usp2a
myo3b
impdh1b
cap2
gprl2
orc5

ispd
CABZ01088508.1
vash2
stam
myrf
pfkpa
mafk
ligll

fev
ndufal
cacna2d2a
hidla
aigl
acacb
dpy19I1l
cadpsa
si:dkey-4p15.3
adcy7
atp2b2
markl
ctbpl
pam

bcor
roraa
itprla
rheb
mt-atp8
BX294434.1

13
484
13
190
249
94
62
54
36
176
110
5252
196
250
29
1081
240
47
11
37
142
85
46
51
131
107
840
28
450
918
12
305
139
624
55
4
44
340
16
66
283
4
172
82
74
343
732
348
208
51
80
61
130
236
129
181
28
1036
6467
208
156
35
145
271
29

32
1146
30
448
585
228
148
127
85
411
260
12530
454
586
68
2547
554
109
25
87
327
201
108
116
303
246
1910
65
1019
2089
28
687
315
1402
127
97
100
759
37
148
630
96
383
184
168
762
1621
779
460
114
179
136
288
530
283
407
63
2272
14195
457
346
77
314
587
64

1,21
1,21
1,21
1,21
1,20
1,20
1,20
1,20
1,20
1,20
1,20
1,20
1,19
1,19
1,19
1,19
1,18
1,18
1,18
1,17
1,17
1,17
1,17
1,17
1,17
1,17
1,17
1,16
1,16
1,16
1,16
1,16
1,16
1,16
1,16
1,15
1,15
1,15
1,15
1,15
1,14
1,14
1,14
1,13
1,13
1,13
1,13
1,13
1,13
1,12
1,12
1,12
1,12
1,12
1,12
1,12
1,12
1,12
1,12
1,11
1,11
1,11
1,10
1,10
1,10

3,12E-03
2,20E-03
3,34E-02
1,46E-03
8,24E-04
4,05E-02
1,03E-02
6,39E-04
2,66E-02
1,48E-03
6,50E-03
2,52E-02
8,25E-05
3,35E-03
2,07E-02
1,56E-02
4,31E-04
1,10E-03
9,26E-03
1,04E-02
1,68E-03
4,50E-02
4,06E-02
4,29E-03
7,48E-03
3,21E-03
2,23E-04
3,32E-02
1,79E-05
2,07E-03
9,77E-03
4,27E-05
5,00E-04
1,34E-06
1,03E-02
2,46E-02
1,84E-02
5,65E-06
3,41E-03
1,09E-03
1,56E-06
3,03E-02
7,21E-04
7,14E-03
1,62E-02
3,00E-03
3,52E-04
7,58E-03
2,51E-04
4,95E-03
1,01E-02
2,84E-02
9,55E-04
2,71E-02
3,01E-04
2,24E-02
8,16E-03
8,16E-05
1,58E-04
4,77€-04
1,30E-02
8,71E-03
1,75E-05
2,51E-04
1,02E-02



ENSDARGO00000069467
ENSDARG00000104339
ENSDARG00000055874
ENSDARG00000101844
ENSDARG00000075437
ENSDARG00000102380
ENSDARGO00000039346
ENSDARGO00000069940
ENSDARGO00000036337
ENSDARGO00000078078
ENSDARG00000037593
ENSDARGO00000087843
ENSDARGO00000078169
ENSDARGO00000069318
ENSDARG00000071673
ENSDARGO00000008026
ENSDARGO00000042545
ENSDARG00000043055
ENSDARG00000056262
ENSDARG00000110357
ENSDARG00000007886
ENSDARG00000104347
ENSDARG00000014017
ENSDARG00000021984
ENSDARG00000087018
ENSDARG00000036903
ENSDARG00000077145
ENSDARG00000101979
ENSDARG00000023724
ENSDARG00000046022
ENSDARG00000102118
ENSDARG00000012593
ENSDARG00000104538
ENSDARG00000074604
ENSDARG00000059789
ENSDARG00000043130
ENSDARG00000032985
ENSDARG00000007614
ENSDARG00000005359
ENSDARG00000055502
ENSDARG00000006923
ENSDARG00000069970
ENSDARG00000056105
ENSDARG00000100371
ENSDARG00000030756
ENSDARG00000099499
ENSDARG00000079244
ENSDARG00000042484
ENSDARG00000029296
ENSDARG00000016623
ENSDARG00000031075
ENSDARG00000115425
ENSDARG00000063370
ENSDARG00000018153
ENSDARG00000103848
ENSDARG00000059857
ENSDARG00000034222
ENSDARG00000075564
ENSDARG00000056483
ENSDARG00000005049
ENSDARG00000042005
ENSDARG00000061021
ENSDARG00000028957
ENSDARG00000101725
ENSDARG00000103743

igsf9bb
SMARCA4
cpe
mibp2
shcl
cnnméa
ndufa5
ppap2d
cers3b
Irfndb
prickle2b
cntnla
cacna2d2b
efr3bb
ctdspla
fam129bb
sema3ga
hiatlb
slc35g2a
irflb
slc35b2
rtndb
rrml
ndufa2
FO704748.1
iraklbp1
adcy3a
eps8I3a
cdc42sel
tmed?7
sifl
col5al
tmem184a
phc3
parp8
notch2
mrpl27
WWOX
sucla2
cicb
cacnalab
lingo2b
sytllb
eef2b
dnmtl
ndufadl
pigw
tle2a
nexmifb

si:ch211-195b13.1

cadmla
CABZ01038524.1
sgk2a

nt5clba

apbala

blvra

hs1lbp3
fam13a

ssbp4d

rab20

elp3
fam160ala
maff
parietopsin
si:dkeyp-72e1.9

28
42
11521
1644
127
38
357
153
27
38
237
31
155
66
101
75
35
318
505
465
157
40
30
252
25
23
54
57
152
1068
32
57
288
60
193
55
118
45
684
238
167
107
60
8130
30
1066
35
139
571
2181
277
56
1000
41
81
190
98
669
527
134
381
118
657
51
168

61
92
24810
3551
271
83
768
327
59
83
508
67
335
143
215
162
76
673
1074
992
333
84
63
535
54
50
115
121
321
2228
68
120
600
127
398
114
246
93
1399
489
347
219
122
16683
61
2169
71
282
282
1070
135
28
494
19
39
93
47
326
259
66
185
56
320
26
80

1,10
1,09
1,09
1,09
1,09
1,08
1,08
1,08
1,08
1,08
1,08
1,08
1,08
1,08
1,07
1,07
1,07
1,07
1,07
1,07
1,07
1,06
1,06
1,06
1,06
1,06
1,05
1,05
1,05
1,04
1,04
1,04
1,04
1,04
1,03
1,03
1,03
1,03
1,03
1,02
1,02
1,02
1,02
1,01
1,01
1,01
1,00
1,00
-1,01
-1,01
-1,01
-1,01
-1,01
-1,01
-1,01
-1,01
-1,02
-1,02
-1,02
-1,02
-1,02
-1,03
-1,03
-1,03
-1,03

1,68E-02
3,00E-02
3,07E-04
1,61E-03
2,70E-05
3,12E-02
2,08E-03
1,88E-03
2,02E-02
3,92E-02
1,12E-03
3,42E-02
8,16E-03
7,17E-04
7,99E-05
1,35E-02
1,50E-02
2,42E-05
1,38E-03
5,11E-03
9,69E-07
6,11E-05
1,56E-02
6,97E-03
1,36E-02
2,71E-02
2,67E-02
9,17E-03
3,89E-02
1,67E-03
4,75E-03
1,03E-02
2,08E-03
2,73E-02
4,79E-05
7,55E-03
2,02E-02
7,98E-04
1,17E-05
2,99E-04
2,82E-02
1,78E-03
4,04E-03
1,07E-02
2,11E-02
5,76E-04
4,44E-02
2,49E-04
1,46E-04
1,08E-02
4,21E-02
1,21E-02
2,65E-07
4,85E-02
2,67E-02
2,88E-03
1,58E-02
2,20E-03
1,11E-04
1,95E-03
8,98E-05
8,12E-03
4,21E-04
4,69E-02
4,11E-02



ENSDARG00000029472
ENSDARG00000052074
ENSDARGO00000043710
ENSDARGO00000077138
ENSDARG00000015822
ENSDARG00000103542
ENSDARG00000102424
ENSDARGO00000060366
ENSDARG00000112923
ENSDARG00000041108
ENSDARG00000098108
ENSDARGO00000057378
ENSDARG00000053474
ENSDARG00000062831
ENSDARGO00000087048
ENSDARG00000036058
ENSDARGO00000037894
ENSDARG00000002037
ENSDARG00000101175
ENSDARG00000039422
ENSDARG00000007818
ENSDARG00000061817
ENSDARG00000024828
ENSDARG00000042846
ENSDARG00000053119
ENSDARG00000029751
ENSDARG00000042620
ENSDARG00000016745
ENSDARG00000074071
ENSDARG00000006257
ENSDARG00000112454
ENSDARG00000075253
ENSDARG00000026680
ENSDARG00000103522
ENSDARG00000020761
ENSDARG00000001303
ENSDARG00000102684
ENSDARG00000079530
ENSDARG00000011042
ENSDARG00000010794
ENSDARG00000099313
ENSDARG00000011157
ENSDARG00000055115
ENSDARG00000042630
ENSDARG00000059836
ENSDARG00000043081
ENSDARG00000026406
ENSDARG00000035652
ENSDARG00000007760
ENSDARG00000063509
ENSDARG00000031817
ENSDARG00000024785
ENSDARG00000061918
ENSDARG00000076010
ENSDARG00000059906
ENSDARG00000076779
ENSDARG00000062054
ENSDARG00000058538
ENSDARG00000074414
ENSDARG00000038025
ENSDARG00000094578
ENSDARG00000043899
ENSDARG00000044073
ENSDARG00000092667
ENSDARG00000087413

afdna

si:ch211-122f10.4

parvaa
zgc:195173
sesn3
vegfaa

si:ch211-114m9.1

slc12a9
CABZ01088036.1
ctsh

dusp2
selenoula
tdrkh
si:ch73-22012.1
si:dkey-165n16.1
gnaolb
ezhl
pfkfb2b
mcu

fuom
palmlb
kiflaa
tmem134
disp2
smpdI3a
wbpllb
gstr

slc35f6
mrnip

vidir
FO744833.2
pik3cb
slc25a14
si:zfos-943e10.1
arrdc2
psmb8a
Irrcl
si:dkey-17m8.1
pgbd5

tfeb

naga
arhgefl8a
dtnbpla
hebp2
ddit3

ctsz

anxa5a
satla.l
spg2l
Irrc58b
trim2a
ctnna2
cplx2
twistlb
sdc4
fam13b
cptlab
alcamb
semadba
cbx7a
epstil
psmab6l
fuca2

si:ch211-271e10.2

beanl

952
145
74
532
1943
1139
258
306
186
543
12763
232
142
891
241
949
72
349
512
90
403
188
444
2305
240
431
1194
660
108
969
51
173
914
91
1445
350
105
266
424
887
298
435
405
447
1599
237
614
585
654
126
352
418
1361
186
2173
3664
788
4366
279
1104
64
59
807
155
396

459
69
36
254
932
547
124
147
89
259
6048
111
67
425
113
450
33
165
239
42
192
86
210
1081
112
200
560
307
50
452
24
80
424
41
661
161
48
123
192
409
136
198
185
203
721
108
276
259
297
57
158
189
609
83
977
1655
349
1905
125
488
29
26
363
69
174

-1,04
-1,04
-1,04
-1,04
-1,04
-1,04
-1,04
-1,04
-1,05
-1,05
-1,05
-1,05
-1,05
-1,06
-1,06
-1,06
-1,06
-1,06
-1,07
-1,07
-1,07
-1,07
-1,07
-1,07
-1,07
-1,08
-1,08
-1,09
-1,09
-1,09
-1,09
-1,09
-1,09
-1,10
-1,10
-1,10
-1,10
-1,10
-1,10
-1,11
-1,11
-1,11
-1,12
-1,12
-1,12
-1,12
-1,12
-1,13
-1,13
-1,13
-1,13
-1,13
-1,13
-1,13
-1,13
-1,14
-1,14
-1,14
-1,14
-1,14
-1,14
-1,14
-1,14
-1,14
-1,14

2,51E-03
1,83E-03
3,87E-02
1,15E-02
2,13E-03
2,45E-04
1,58E-03
6,93E-04
4,74E-03
1,72E-05
1,39E-02
3,19E-05
7,98E-04
1,98E-04
2,76E-02
2,35E-03
3,94E-02
2,83E-04
2,86E-02
3,75E-02
1,43E-06
2,95E-02
1,57E-06
2,52E-03
8,17E-03
1,03E-02
1,19E-04
1,56E-03
4,29E-02
2,60E-03
1,39E-02
1,60E-02
1,04E-04
2,79E-02
1,10E-02
6,82E-04
8,94E-03
8,30E-05
1,76E-02
1,02E-04
7,71E-04
4,91E-03
4,57E-06
2,52E-03
1,63E-02
1,09E-04
1,10E-02
4,94E-02
2,77E-05
2,35E-03
2,71E-03
9,98E-04
1,25E-02
3,95E-02
7,94E-04
9,36E-06
1,39E-02
3,29E-02
5,74E-04
1,52E-02
1,80E-02
7,19E-03
2,09E-06
7,01E-03
9,16E-03



ENSDARGO00000075264
ENSDARGO00000002656
ENSDARG00000062135
ENSDARGO00000099646
ENSDARG00000058692
ENSDARG00000018921
ENSDARG00000019532
ENSDARG00000014914
ENSDARG00000069302
ENSDARG00000069951
ENSDARGO00000053298
ENSDARGO00000095754
ENSDARGO00000052658
ENSDARG00000017105
ENSDARG00000100280
ENSDARG00000006031
ENSDARG00000031776
ENSDARG00000011376
ENSDARG00000032856
ENSDARG00000101446
ENSDARG00000037196
ENSDARG00000043211
ENSDARG00000068981
ENSDARG00000110950
ENSDARG00000026655
ENSDARG00000009390
ENSDARG00000100822
ENSDARG00000055288
ENSDARG00000077101
ENSDARG00000062096
ENSDARG00000098578
ENSDARG00000099483
ENSDARG00000013847
ENSDARG00000056647
ENSDARG00000078011
ENSDARG00000002523
ENSDARG00000024443
ENSDARG00000031647
ENSDARG00000025974
ENSDARG00000037421
ENSDARG00000117133
ENSDARG00000021987
ENSDARG00000040930
ENSDARG00000059610
ENSDARG00000095453
ENSDARG00000032990
ENSDARG00000000796
ENSDARG00000070227
ENSDARG00000069264
ENSDARG00000054302
ENSDARG00000094210
ENSDARG00000114963
ENSDARG00000058358
ENSDARG00000075149
ENSDARG00000086735
ENSDARG00000012040
ENSDARG00000076265
ENSDARG00000086739
ENSDARG00000092731
ENSDARG00000068421
ENSDARG00000039150
ENSDARG00000054454
ENSDARG00000055698
ENSDARG00000058231
ENSDARG00000089213

FAM124A
stxbp5a
sytl5
pcdhlg3
fzd3b
fam84a
fads2
lamp2
snx9b
eeflalb
nkx2.2a
si:dkey-234h16.7
pptc7b
vaspb

znfx1

abat
2gc:92066
dnasell4.2
ccdc120
PCP4L1
arid5b
ripkd

glceb
CU929544.1
tspo

np

mapk15
prelid3a
zbtb10
pm20d1.2
pdgfab
vdra

egfra

kihI3
NAV1 (1 of many)
hsdl2
gnpda2
stat2
magi3b
egrl
cstldb.1
plecb
deptor
gprla6
si:rp71-17i16.6
plxnb3
nrdal

nhsa
si:ch211-196h16.5
ehd4
2gc:109934
BX901962.12
krt8

nagpa
si:ch1073-111c8.3
rnfl19a
ano8a
SLC17A3
mhcluka
ttc9b

lgmn
ephada
pcnxI2
nt5c2b
adam15

228
555
186
86
127
486
92
2394
1083
540
1153
199
151
340
70
1119
4090
334
107
265
342
159
455
160
468
513
167
49
105
513
286
66
315
594
135
1013
287
287
243
4925
172
551
2261
696
117
174
4096
69
36
518
96
22
2070
149
90
516
164
270
1532
99
2121
688
346
194
24

101 -1,15
243 -1,15
82 -1,15
38 -1,15
56 -1,15
212 -1,15
40 -1,16
1054 -1,16
483 -1,16
234 -1,16
511 -1,16
87 -1,16
66 -1,16
149 -1,17
29 -1,17
496 -1,17
1790 -1,17
145 -1,17
46 -1,18
115 -1,18
149 -1,18
69 -1,18
199 -1,18
68 -1,18
202 -1,18
222 -1,18
71 -1,18
20 -1,19
46 -1,19
224 -1,19
121 -1,19
28 -1,19
136 -1,19
259 -1,19
58 -1,20
438 -1,20
123 -1,20
121 -1,20
103 -1,20
2075 -1,20
73 -1,20
232 -1,20
970 -1,20
297 -1,20
48 -1,21
73 -1,21
1725 -1,21
28 -1,21
14 -1,21
218 -1,22
39 -1,23
8 -1,23
864 -1,23
62 -1,23
38 -1,23
214 -1,23
68 -1,24
110 -1,24
625 -1,24
42 -1,24
888 -1,24
280 -1,25
139 -1,26
81 -1,26
10 -1,26

3,18E-04
1,85E-02
6,07E-03
2,87E-03
2,35E-02
1,75E-02
2,75E-02
3,44E-03
5,71E-06
3,31E-02
9,06E-06
3,29E-03
4,18E-03
1,32E-06
3,22E-02
1,00E-06
1,29E-03
1,54E-03
4,53E-03
7,07E-04
4,38E-04
2,20E-03
1,26E-05
4,21E-02
4,00E-03
3,19E-03
7,79E-03
4,70E-02
8,18E-04
4,35E-07
3,14E-02
1,72E-02
2,40E-04
1,13E-07
4,56E-03
1,78E-06
6,41E-04
1,32E-02
3,90E-03
1,70E-02
1,84E-03
1,12E-02
4,04E-05
2,29E-04
4,22E-02
3,33E-02
4,48E-03
4,02E-02
3,19E-02
7,01E-04
3,87E-02
2,25E-02
1,06E-03
6,50E-04
4,47E-03
1,56E-03
3,73E-03
1,90E-02
1,25E-02
3,55E-03
7,46E-07
5,86E-03
2,42E-02
1,04E-04
4,88E-02



ENSDARG00000076014
ENSDARGO00000037905
ENSDARGO00000056477
ENSDARG00000117163
ENSDARGO00000099035
ENSDARG00000092407
ENSDARG00000039931
ENSDARGO00000059048
ENSDARGO00000008548
ENSDARG00000052617
ENSDARGO00000009961
ENSDARGO00000053130
ENSDARG00000011770
ENSDARG00000103370
ENSDARG00000015732
ENSDARG00000004372
ENSDARGO00000088342
ENSDARG00000079584
ENSDARG00000087088
ENSDARG00000063075
ENSDARG00000038398
ENSDARG00000053583
ENSDARG00000052322
ENSDARG00000009040
ENSDARG00000009689
ENSDARG00000059690
ENSDARG00000053636
ENSDARGO00000077726
ENSDARG00000104172
ENSDARG00000031683
ENSDARG00000033978
ENSDARG00000029795
ENSDARG00000029955
ENSDARG00000055751
ENSDARG00000063032
ENSDARG00000034181
ENSDARG00000040492
ENSDARG00000093799
ENSDARG00000053215
ENSDARG00000051853
ENSDARG00000098694
ENSDARG00000070498
ENSDARG00000094268
ENSDARG00000007172
ENSDARG00000037091
ENSDARG00000100913
ENSDARG00000028943
ENSDARG00000039373
ENSDARG00000094984
ENSDARG00000076339
ENSDARG00000058102
ENSDARG00000057767
ENSDARG00000018032
ENSDARG00000059826
ENSDARG00000103980
ENSDARG00000060723
ENSDARG00000009881
ENSDARG00000090552
ENSDARG00000102167
ENSDARG00000086222
ENSDARG00000038703
ENSDARG00000021113
ENSDARG00000040466
ENSDARG00000017986
ENSDARG00000040717

ERC1
cacnalaa
ccdcl25
znfl1114
pcdh1g33
zmp:0000001316
slc25a33
mpzI1l
arhgapl2a
raverl
rundc3b
pcpda
dhrs12
Irrc8da
cax2

fmnl3
tmem145
2gc:194930
si:ch211-274p24.4
sogal
FQ311927.1
cers6

tlr5b
si:ch73-141c7.1
daamlb
slc29a4
cracr2b
nocta
diabloa
fosab

nxn
fam213b
glb1l

fosb

dok6

esr2b
mthfd1lb
setbpl
mel

galns
FQ311908.1
phyhiplb
si:ch73-337115.2
plxna3
asahla
arhgef12b
mtsslla
epha3
si:ch211-197g15.8
cIn5

sardh
nudt4a
scn8ab
crtacla
ets2

stimla

ier5
si:dkey-7j14.6
ppox

natl6
hkdcl
ptmaa

vill

vpsl13d
maccl

273
317
241
19
25
19
671
152
1022
381
190
540
253
84
61
138
543
475
27
485
71
1194
225
90
197
341
161
1518
71
49096
77
235
243
765
56
197
121
203
257
134
43
681
40
205
120
246
266
89
180
88
164
166
100
822
326
416
1391
2782
152
157
1565
1367
633
875
476

112
125
97

10

273
61
412
154
74
213
100
32
24
54
220
194
10
194
28
480
89
35
77
131
62
597
28
19204
29
88
95
284
21
73
44
79
97
51
15
249
15
77
44
92
99
33
66
33
61
61
38
301
123
156
498
1025
56
57
583
503
230
327
176

-1,26
-1,26
-1,26
-1,27
-1,27
-1,27
-1,27
-1,27
-1,27
-1,28
-1,28
-1,28
-1,28
-1,28
-1,28
-1,28
-1,28
-1,29
-1,29
-1,29
-1,29
-1,29
-1,29
-1,31
-1,31
-1,32
-1,32
-1,32
-1,32
-1,33
-1,33
-1,33
-1,33
-1,34
-1,34
-1,35
-1,35
-1,35
-1,36
-1,37
-1,37
-1,37
-1,37
-1,37
-1,37
-1,38
-1,38
-1,38
-1,38
-1,38
-1,38
-1,39
-1,39
-1,39
-1,39
-1,39
-1,39
-1,40
-1,40
-1,40
-1,40
-1,41
-1,41
-1,41
-1,41

4,77E-04
3,80E-02
3,68E-03
2,24E-02
3,97E-02
4,99E-02
4,32E-04
4,78E-03
4,92E-03
4,20E-04
3,54E-02
3,43E-02
1,30E-02
3,93E-02
1,69E-02
9,79E-03
2,65E-04
3,71E-08
1,94E-02
1,60E-03
4,61E-02
3,47E-05
8,59E-03
2,87E-02
2,49E-04
7,16E-03
1,25E-02
1,69E-05
1,32E-02
1,65E-04
3,34E-02
2,76E-02
2,19E-04
2,90E-02
9,26E-03
2,01E-02
4,26E-02
1,51E-07
1,44E-04
3,52E-04
2,16E-02
2,09E-02
2,81E-02
2,97E-03
1,43E-02
4,58E-04
4,01E-03
1,56E-03
1,77E-03
3,04E-04
2,18E-03
9,55E-04
5,70E-04
8,43E-03
1,45E-04
1,11E-06
2,59E-02
1,01E-03
5,76E-03
3,66E-03
1,02E-06
4,17E-04
1,21E-02
1,49E-06
1,38E-05



ENSDARGO00000092077
ENSDARG00000046030
ENSDARG00000036848
ENSDARG00000020298
ENSDARG00000057262
ENSDARG00000103394
ENSDARGO00000075048
ENSDARGO00000079892
ENSDARG00000078645
ENSDARG00000076092
ENSDARG00000079133
ENSDARG00000007807
ENSDARGO00000051748
ENSDARGO00000086881
ENSDARG00000070165
ENSDARG00000039218
ENSDARGO00000015749
ENSDARG00000079572
ENSDARG00000061551
ENSDARG00000001463
ENSDARG00000037069
ENSDARG00000074311
ENSDARG00000070844
ENSDARG00000010789
ENSDARG00000043249
ENSDARG00000098497
ENSDARG00000090036
ENSDARG00000102056
ENSDARG00000043531
ENSDARG00000011490
ENSDARG00000077473
ENSDARG00000097019
ENSDARG00000008388
ENSDARG00000038359
ENSDARG00000009939
ENSDARG00000006672
ENSDARG00000078882
ENSDARG00000103937
ENSDARG00000102572
ENSDARG00000009499
ENSDARG00000002411
ENSDARG00000055075
ENSDARG00000055120
ENSDARG00000062799
ENSDARG00000015907
ENSDARG00000062756
ENSDARG00000058820
ENSDARG00000090444
ENSDARG00000055831
ENSDARG00000090844
ENSDARG00000062020
ENSDARG00000058108
ENSDARG00000095019
ENSDARG00000079291
ENSDARGO00000037496
ENSDARG00000071685
ENSDARG00000000730
ENSDARG00000057296
ENSDARG00000028173
ENSDARG00000023287
ENSDARG00000093403
ENSDARG00000058603
ENSDARG00000030630
ENSDARG00000040177
ENSDARG00000028017

si:dkey-147f3.4
zgc:110339
slc43a2a

btg2
si:dkey-91i10.3
kifSbb

lonrfl
si:dkey-183c2.4
si:ch73-62121.1
slc31a2
si:dkey-10c21.1
cyth3a

cend2a

ier2b

tnfrsflb
gpr101

hps3

plcd3b
raplgap2a
tdh2

zdhhcl4

mast2

gamt

homer3b

irflb

hrasa
RHOBTB3
si:dkeyp-94b4.1
jun

scube3

mych

dhrs13b
mmpl4b
enosfl

micu2

fam49a
slc22a31

ndrg4
si:ch211-260e23.9
synela

pdedcb

svila

ctsba

baiap2a

dcbld1

pllp

binlb

ponzrl
si:dkey-182g1.6
CABZ01054965.1
gsel

eps8I2

Imo2

rapgef3

griada
slco5ala
slc6a22.1
cbinl

slc4aa
hsd17b3
si:ch73-376124.4
jphla

mfsd2aa

rgslé

tp53inpl

33
1670
1976
13581
54
1153
470
50
22
287
151
70
760
2026
344
104
169
36
636
157
206
702
236
395
342
96
160
571
3024
276
124
92
56
267
96
2128
61
297
1087
783
414
517
573
259
215
693
106
1079
92
235
389
600
73
375
256
755
190
36
164
40
55
168
23
2476
801

11
619
674
4947
19
426
170
18

103
54
25

277
729
124
36
60
12
228
55
74
254
82
140
117
33
56
204

1038
95
42
32
18
92
33

750
21
99

376

274

141

173

199
89
75

238
36

365
30
81

136

204
23

127
87

257
62
11
53
13
18
56

829
267

-1,41
-1,41
-1,42
-1,42
-1,42
-1,42
-1,42
-1,43
-1,43
-1,43
-1,43
-1,43
-1,43
-1,44
-1,44
-1,44
-1,44
-1,44
-1,44
-1,45
-1,45
-1,45
-1,46
-1,46
-1,46
-1,46
-1,46
-1,46
-1,46
-1,47
-1,47
-1,47
-1,47
-1,47
-1,48
-1,48
-1,48
-1,48
-1,48
-1,49
-1,49
-1,49
-1,49
-1,50
-1,50
-1,50
-1,50
-1,50
-1,51
-1,51
-1,51
-1,51
-1,51
-1,51
-1,51
-1,52
-1,52
-1,52
-1,53
-1,54
-1,54
-1,54
-1,54
-1,54
-1,54

3,95E-02
8,99E-08
3,98E-02
3,73E-04
3,29E-03
9,30E-09
2,13E-03
2,82E-03
1,87E-02
4,77E-04
2,79E-06
1,95E-02
1,20E-06
2,91E-04
5,80E-05
2,34E-02
2,07E-03
3,24E-02
3,57E-04
1,38E-03
1,42E-04
1,40E-05
3,49E-03
1,30E-03
3,15E-02
4,61E-03
5,15E-03
1,02E-04
8,56E-03
9,72E-03
3,01E-02
1,80E-02
4,52E-02
2,39E-03
1,42E-03
2,48E-05
3,10E-03
1,73E-02
1,56E-03
8,71E-05
6,55E-03
1,78E-02
4,72E-05
1,14E-04
5,51E-05
1,22E-03
1,50E-03
3,37E-03
1,47E-02
7,16E-04
7,29E-07
5,36E-04
1,78E-02
1,70E-03
4,53E-04
8,37E-05
1,63E-02
4,94E-02
3,07E-02
1,51E-02
4,71E-03
1,09E-03
3,14E-02
2,11E-04
3,04E-04



ENSDARGO00000054304
ENSDARG00000074233
ENSDARGO00000079788
ENSDARG00000039500
ENSDARGO00000004177
ENSDARG00000019498
ENSDARG00000102783
ENSDARG00000037140
ENSDARG00000109715
ENSDARG00000016866
ENSDARG00000028164
ENSDARG00000035610
ENSDARG00000002587
ENSDARGO00000099724
ENSDARG00000032317
ENSDARG00000014675
ENSDARG00000016904
ENSDARGO00000054036
ENSDARG00000008568
ENSDARG00000055129
ENSDARG00000044345
ENSDARG00000074469
ENSDARG00000103900
ENSDARG00000076027
ENSDARG00000099106
ENSDARG00000001712
ENSDARG00000093612
ENSDARG00000099918
ENSDARG00000021735
ENSDARG00000035879
ENSDARG00000071029
ENSDARG00000004307
ENSDARG00000060534
ENSDARG00000092726
ENSDARG00000101703
ENSDARG00000051880
ENSDARG00000090690
ENSDARG00000077301
ENSDARG00000004363
ENSDARG00000103535
ENSDARG00000074378
ENSDARG00000057410
ENSDARG00000026070
ENSDARG00000092998
ENSDARG00000079917
ENSDARG00000070174
ENSDARG00000007788
ENSDARG00000086645
ENSDARG00000025428
ENSDARG00000102332
ENSDARG00000037921
ENSDARG00000089156
ENSDARG00000058226
ENSDARG00000019062
ENSDARG00000016412
ENSDARG00000096902
ENSDARG00000115646
ENSDARG00000010572
ENSDARG00000056267
ENSDARG00000059972
ENSDARG00000102312
ENSDARG00000031336
ENSDARG00000055159
ENSDARG00000001909
ENSDARG00000077948

homeza
pdedbb
fam171al
LRFN3
fam169ab
cry5

slc25a35
pfkfbl

sncgh
fam102ab
cstlda.l
2gc:113208
dpyslI3

relt

tox

efna3a

bckdk

rnf34b
slc25a24

pim3

cyfipl

amigo3
sept9b

kif5¢

afmid
si:ch211-247n2.1
si:dkey-92i17.2
arl4aa
cacnalba
fucal.2
si:dkey-147f3.4
lypd6

sgppl
si:dkey-184p9.7
2gc:158260
kenj11

nell2a

mlifl

Ihfple

SORCS3

junba

rxfp3

cd82b
si:ch211-202f5.3
rassf7a
si:ch211-18i17.2
atp2blb
hs3st3blb
socs3a

spintla
gngl3b

egr3

ak3

arpc5Sb

agt
si:ch211-180n24.3
CR846082.1
slc25a25a
dixdclb

raly

scnl2ab
hsd20b2
cyp27al.a

vill

usp54a

243
260
211
310
58
44
54
24
587
260
25
235
408
100
1853
82
3174
36
315
473
54
945
1119
135
91
534
24
87
566
218
59
275
105
90
141
2145
415
56
183
218
3355
1096
210
467
52
570
208
2529
1420
366
1309
35
489
968
173
22
46
423
274
542
101
111
77
176
534

81
87
70
102
18
14
18

187
82

75
135
32
606
26
1037
10
103
150
16
303
367
42
29
166

26
179
68
17
84
33
26
41
663
122
16
54
65
1015
329
65
143
14
166
58
758
388
107
388
10
143
285
48

13
122
79
148
29
29
21
46
154

-1,55
-1,55
-1,55
-1,56
-1,56
-1,57
-1,57
-1,57
-1,57
-1,57
-1,57
-1,58
-1,58
-1,58
-1,58
-1,58
-1,58
-1,58
-1,59
-1,59
-1,59
-1,60
-1,60
-1,62
-1,62
-1,62
-1,62
-1,63
-1,63
-1,63
-1,64
-1,65
-1,65
-1,66
-1,67
-1,67
-1,67
-1,68
-1,68
-1,68
-1,68
-1,68
-1,68
-1,69
-1,69
-1,69
-1,71
-1,71
-1,72
-1,72
-1,72
-1,73
-1,73
-1,73
-1,74
-1,74
-1,74
-1,74
-1,75
-1,75
-1,75
-1,76
-1,77
-1,77
-1,78

4,47E€-05
1,81E-04
4,10E-04
2,50E-03
1,16E-02
1,21E-02
9,74E-04
3,96E-02
1,00E-02
3,80E-03
7,89E-03
4,24E-04
1,89€-07
8,62E-04
5,01E-06
4,20E-03
9,94E-06
3,44E-02
2,24E-05
2,68E-03
3,34E-02
2,44E-04
5,05E-10
5,16E-03
1,05E-03
1,28E-03
9,94E-03
5,67E-03
8,60E-05
3,65E-05
5,73E-03
8,21E-04
5,76E-04
1,64E-02
2,56E-02
3,59E-07
7,98E-03
9,17E-03
1,77€-04
4,70E-03
3,08E-05
6,36E-04
6,92E-06
5,87E-09
6,96E-03
1,68E-03
6,31E-03
1,61E-07
1,17€-02
9,66E-06
9,42E-07
1,27€-02
3,32E-05
1,10E-06
2,90E-03
1,58E-02
1,56E-03
3,36E-05
1,20E-08
1,62E-02
6,88E-04
1,07E-02
3,81E-03
2,47E-02
8,15E-09



ENSDARG00000110186
ENSDARG00000029072
ENSDARG00000076144
ENSDARGO00000088251
ENSDARGO00000069708
ENSDARG00000103114
ENSDARG00000062220
ENSDARG00000039133
ENSDARGO00000099841
ENSDARG00000023214
ENSDARGO00000069135
ENSDARG00000037154
ENSDARGO00000087196
ENSDARG00000024195
ENSDARGO00000001656
ENSDARG00000015278
ENSDARGO00000037852
ENSDARG00000038655
ENSDARG00000043006
ENSDARG00000036787
ENSDARG00000058939
ENSDARG00000057665
ENSDARG00000074530
ENSDARG00000013076
ENSDARG00000088258
ENSDARG00000008790
ENSDARG00000032708
ENSDARG00000020594
ENSDARG00000051926
ENSDARG00000013946
ENSDARG00000068745
ENSDARG00000078155
ENSDARG00000077341
ENSDARG00000013628
ENSDARG00000033614
ENSDARG00000062575
ENSDARG00000058260
ENSDARG00000056619
ENSDARG00000026611
ENSDARG00000070025
ENSDARG00000039265
ENSDARG00000012340
ENSDARG00000112970
ENSDARG00000078186
ENSDARG00000013787
ENSDARG00000037917
ENSDARG00000090946
ENSDARG00000098408
ENSDARG00000007179
ENSDARG00000060112
ENSDARG00000044415
ENSDARG00000004724
ENSDARG00000075163
ENSDARG00000054842
ENSDARG00000011473
ENSDARG00000003655
ENSDARG00000029766
ENSDARG00000076404
ENSDARG00000076135
ENSDARG00000095152
ENSDARG00000037191
ENSDARG00000089862
ENSDARG00000075924
ENSDARG00000078523
ENSDARG00000074425

CDCP1

kif6a
si:ch211-74m13.3
si:ch211-24010.6
cdc34a
ndufa4l2a
plekha7b
lamb4

PRKCA

mob2a
ppplrl5a
hivep3b

fibinb

znf395b
psmb13a
plxncl
2gc:101663
ajapl

gnavl

tap2a
b4galnt3b
sprn2

KCNK12

bmilb
CABZ01038494.1
actr3b

arl4cb

txInba

plagl
ivnslabpb
map4l

INAVA
ppplrldc
cdle4d
rasgeflba
si:ch211-210g13.5
cip2a
arhgap42a
socs3b

dchsla
arhgap4a
ptpnllb
BX571719.1
tex2

gucylal

itga3a
si:zfos-364h11.1
stbd1

sashla

sybu

tir5a

tcea3

cxcl20
hsd17b14
calcrla
tmem59I

nrli2

mctpla
mmrn2a
si:ch211-255i3.4
ttr
si:dkey-16j16.4
2gc:171558
ddrl
si:busm1-57f23.1

102
119
36
55
133
6200
126
38
189
38
1926
91
189
493
124
55
68
193
29
20
30
636
39
211
172
45
79
24
43
137
755
186
38
8651
276
20
51
63
372
295
44
169
36
1032
504
79
27
60
221
160
197
67
296
128
558
330
262
224
24
1229
58
154
23
364
433

28
32

12
37
1677
36
10
52
10
529
25
51
138
34
14
18
51

[62]

174
10
56
46
11
20

11
36
210
50

2337
63

12
15
93
70
11
44

277
123
17

15
57
36
47
16
73
32
143
79
65
55

314
14
39

84
9%

-1,78
-1,78
-1,78
-1,79
-1,79
-1,79
-1,79
-1,80
-1,80
-1,80
-1,80
-1,80
-1,80
-1,80
-1,80
-1,81
-1,81
-1,81
-1,81
-1,81
-1,81
-1,81
-1,82
-1,82
-1,82
-1,82
-1,82
-1,82
-1,83
-1,84
-1,84
-1,84
-1,84
-1,84
-1,84
-1,84
-1,84
-1,85
-1,86
-1,86
-1,87
-1,87
-1,88
-1,89
-1,89
-1,89
-1,89
-1,90
-1,91
-1,92
-1,92
-1,93
-1,93
-1,93
-1,93
-1,93
-1,94
-1,94
-1,94
-1,94
-1,95
-1,96
-1,96
-1,97
-1,97

9,45E-04
1,54E-03
2,57E-02
4,02E-02
1,96E-04
5,26E-03
4,59E-06
4,68E-02
2,60E-04
1,13E-02
1,37E-04
7,91E-04
1,76E-03
1,97E-07
1,87E-04
2,65E-02
2,35E-04
1,91E-03
2,67E-02
8,35E-03
1,84E-03
4,43E-05
4,02E-02
1,19E-03
1,53E-05
3,37E-03
1,85E-02
3,49E-02
3,52E-04
3,06E-05
1,37E-09
6,07E-04
3,86E-02
6,45E-06
1,85E-02
2,04E-02
3,37E-02
2,15E-02
2,35E-03
1,47E-02
1,08E-03
2,54E-04
4,76E-02
6,49E-11
2,31E-02
4,19E-02
4,29E-02
3,42E-03
1,52E-05
1,17E-02
2,07E-03
1,78E-03
9,94E-05
1,66E-05
2,87E-09
1,05E-03
5,25E-05
3,26E-03
4,99E-02
3,57E-09
3,56E-03
3,86E-08
3,21E-02
1,63E-03
6,11E-03



ENSDARG00000032705
ENSDARG00000071772
ENSDARG00000019260
ENSDARG00000057527
ENSDARGO00000044254
ENSDARG00000008127
ENSDARGO00000007836
ENSDARG00000105562
ENSDARG00000071215
ENSDARG00000034473
ENSDARG00000105450
ENSDARG00000061120
ENSDARGO00000045589
ENSDARG00000062462
ENSDARG00000103903
ENSDARG00000052336
ENSDARGO00000039974
ENSDARG00000038428
ENSDARG00000013613
ENSDARG00000045753
ENSDARG00000074827
ENSDARG00000015985
ENSDARGO00000063416
ENSDARG00000031348
ENSDARG00000026052
ENSDARG00000101495
ENSDARG00000112100
ENSDARG00000102724
ENSDARG00000021352
ENSDARG00000098112
ENSDARG00000069427
ENSDARG00000095415
ENSDARG00000052242
ENSDARG00000042188
ENSDARG00000037320
ENSDARG00000057107
ENSDARG00000097371
ENSDARG00000030269
ENSDARG00000015355
ENSDARG00000043180
ENSDARG00000053190
ENSDARG00000009142
ENSDARG00000014910
ENSDARG00000068128
ENSDARG00000077799
ENSDARG00000086374
ENSDARG00000100104
ENSDARG00000106258
ENSDARG00000106873
ENSDARG00000059523
ENSDARG00000036840
ENSDARG00000070903
ENSDARG00000056704
ENSDARG00000089162
ENSDARG00000060532
ENSDARG00000007751
ENSDARG00000024540
ENSDARG00000108535
ENSDARG00000001807
ENSDARG00000028213
ENSDARG00000062501
ENSDARG00000078468
ENSDARG00000002196
ENSDARG00000097503
ENSDARG00000051915

foxglb
si:ch211-253p2.2
dhrs9

mef2ab

anxa3b
pcdh15b

ctsla
si:dkey-23i12.7
palm3

ttyh3a
si:ch211-63p21.1
slc43a2b

kenj8

shisa7a
LO017650.1
ociad2

raild

sulfl

anxal3

tmtc2a
si:ch73-184¢24.1
abcc9

ptprk

mc5ra

ccdc3a

ugt5b3

neto2b
zgc:153039
griala

btc

nkain2
si:ch211-202f5.2
aff2

ttc38

fam131c
si:ch73-383g2.1
mcf2b

grtplb

foslla

gpdlb

galnt16
ppplri3bb
panx1b
ppplrlsb

egrd

isgl5
2gc:101785
SGCZ
LO018188.1
rims4

krt15

met

2gc:91818
afapllla
adam?22

Imnl3

tspan36
CABZ01072077.1
tnfrsf21

ttn.2

hhipll

fap

bachlb
si:ch73-288011.5
pde5ab

30
393
26
96
52
1133
2605
63
352
442
50
4336
204
21
52
54
37
490
566
38
182
217
189
1017
55
22
17
47
341
1723
29
69
33
21
593
47
33
47
2740
3597
130
740
229
187
12308
347
72
26
531
129
585
177
208
279
242
184
1781
74
646
40
55
51
206
241
69

97

23
11
276
632
14
86
107
10
1068
43

11
12

104
123

39
48
43
227
10

I

69
391

14

131

[e)]

585

799
26

163
48
40

2579

65
13

111
26
119
37
40
58
47
37
366
13
137

10

42

46
13

-1,97
-1,97
-1,97
-1,98
-1,98
-1,99
-1,99
-1,99
-1,99
-2,00
-2,00
-2,00
2,01
-2,02
-2,02
-2,03
-2,05
-2,05
-2,05
-2,06
-2,06
-2,06
-2,06
-2,06
-2,06
-2,08
-2,09
-2,09
2,10
2,10
2,10
2,10
2,11
2,12
2,13
2,13
2,13
2,14
2,14
2,15
2,15
2,15
2,16
2,16
2,16
2,16
2,17
2,17
2,17
2,18
2,18
2,19
2,19
2,19
2,19
-2,20
-2,20
2,21
2,21
2,21
2,21
2,22
2,22
2,22
2,23

4,14E-02
1,20E-05
4,97E-02
3,44E-04
1,76E-02
7,38E-06
2,34E-06
4,73E-03
1,74E-08
9,91E-07
3,01E-02
1,48E-09
2,79E-02
3,03E-02
7,25E-03
1,94E-03
9,77E-03
4,21E-03
1,48E-03
2,12E-02
1,18E-03
1,76E-03
7,96E-05
7,53E-05
8,35E-03
1,35E-02
1,21E-02
1,04E-02
1,69E-02
2,99E-08
1,79E-02
1,81E-03
2,93E-02
1,27E-02
1,86E-06
3,54E-02
2,85E-02
1,07E-02
1,50E-05
2,09E-13
4,23E-04
5,64E-11
9,95E-05
4,47E-05
2,18E-05
5,68E-03
1,51E-02
7,97E-03
7,09E-06
5,10E-04
2,76E-04
1,11E-04
5,57E-03
1,44E-05
6,48E-04
3,19E-04
8,04E-06
1,32E-02
1,92E-09
1,56E-02
3,15E-02
7,67E-03
4,25E-07
4,03E-03
9,93E-04



ENSDARG00000060253
ENSDARG00000027355
ENSDARGO00000007370
ENSDARG00000010250
ENSDARGO00000070423
ENSDARG00000045485
ENSDARG00000101348
ENSDARGO00000093458
ENSDARGO00000099195
ENSDARGO00000093549
ENSDARG00000018404
ENSDARG00000075017
ENSDARG00000012555
ENSDARGO00000093193
ENSDARG00000038235
ENSDARGO00000013317
ENSDARG00000055302
ENSDARG00000031702
ENSDARG00000075706
ENSDARG00000098588
ENSDARG00000089790
ENSDARG00000116487
ENSDARG00000074698
ENSDARG00000004218
ENSDARG00000035350
ENSDARG00000057630
ENSDARG00000059923
ENSDARG00000031600
ENSDARG00000017780
ENSDARG00000087084
ENSDARG00000057698
ENSDARG00000057062
ENSDARG00000077641
ENSDARG00000054323
ENSDARG00000014462
ENSDARG00000086851
ENSDARG00000102096
ENSDARG00000053381
ENSDARG00000061421
ENSDARG00000021948
ENSDARG00000020693
ENSDARGO00000077465
ENSDARG00000013838
ENSDARG00000042840
ENSDARG00000095674
ENSDARG00000101457
ENSDARG00000063621
ENSDARG00000041607
ENSDARG00000104259
ENSDARG00000089217
ENSDARG00000057017
ENSDARG00000093019
ENSDARG00000019728
ENSDARG00000071250
ENSDARG00000073684
ENSDARG00000091111
ENSDARG00000034368
ENSDARG00000086300
ENSDARG00000099728
ENSDARG00000059001
ENSDARG00000105088
ENSDARG00000005989
ENSDARG00000079895
ENSDARG00000100475
ENSDARG00000044098

si:ch211-216b21.2
slc25a4

dysf

ngol
zgc:153157
rassf8b

plpprSb
si:dkey-76d14.2
ier2a

selenop

krt18

myzap

ak5

chia.6

pkdccb

pygmb

grid2

prkglb
si:ch211-106h4.9
gchfr

efna5a
CABZ01039304.1
sdsl

rnd1lb

ins

galm

slc25a47a

rd3

rorcb

hcarl-4

ctsd
si:dkey-157g16.6
thbs3a

pparab

rab3c
si:dkey-264d12.5
adra2b

plppla
FQ311928.1

tnc

sesnl

sorcs2

sulf2b

emll

tmem123
cdc42epda
aadac

eif4ebp3
CABZ01072885.1
ubaplla

slc6adb
si:dkey-83k24.5
bmprlaa
tmem79a

quo
si:ch211-15b10.6
hexb
si:ch211-236d3.4
2gc:56622

pim2

tenm4

rgll

ehbplllb

fgf10b

egr2a

41
39
46
52
99
66
576
21

14915

503
2850
344
437
172
45
220
109
38
361
1892
56
160
81
323

2313357

45
22
64
75
34
4067
18
81
79
1477
87
114
145
92
333
751
55
56
19
23
371
46
69
57
22
39
150
1058
21
72
54
969
54
55
402
37
138
33
69
73

352
8
28
13
53

398302

7
4
10
11
4
731

13
14
262
11
18
24
14
50
118

00 N b

2,24
2,24
2,24
2,26
2,26
2,27
2,27
-2,30
2,31
2,31
2,31
-2,33
-2,33
-2,33
-2,33
-2,34
-2,34
-2,35
2,36
2,36
2,36
2,37
2,37
-2,38
2,38
2,38
-2,39
-2,40
2,42
2,42
2,43
2,43
-2,46
-2,46
2,47
2,47
2,47
-2,48
-2,48
-2,48
-2,50
-2,50
-2,50
-2,50
-2,50
2,51
2,52
2,52
-2,53
2,54
-2,55
-2,56
-2,59
2,61
2,61
-2,62
2,64
-2,66
-2,66
-2,67
-2,69
-2,69
-2,70
2,74
2,74

3,61E-03
3,42E-02
5,10E-03
1,27E-02
5,88E-04
1,01E-05
5,18E-07
7,55E-03
3,23E-07
2,08E-02
8,79E-06
6,05E-06
9,78E-03
3,25E-03
3,46E-03
2,53E-05
1,88E-02
8,41E-03
7,67E-04
2,71E-07
6,34E-03
2,38E-04
2,09E-03
3,85E-03
5,06E-03
1,45E-03
3,01E-03
1,61E-03
7,61E-03
5,27E-03
2,99E-10
3,75E-03
1,51E-03
1,54E-06
5,06E-14
5,49E-03
6,81E-03
2,81E-06
7,24E-04
1,24E-04
4,83E-05
3,58E-03
1,12E-03
1,10E-02
9,94E-03
5,25E-05
6,94E-03
2,11E-03
1,34E-04
4,91E-03
3,32E-03
7,77E-03
1,46E-13
2,07E-03
1,46E-02
1,87E-03
4,32E-12
1,65E-03
5,11E-05
1,44E-05
8,16E-04
3,63E-05
1,54E-03
2,81E-02
4,56E-04



ENSDARGO00000098312
ENSDARGO00000093931
ENSDARGO00000068849
ENSDARGO00000094935
ENSDARG00000026499
ENSDARG00000078433
ENSDARG00000027609
ENSDARG00000020924
ENSDARG00000042826
ENSDARGO00000098777
ENSDARGO00000077069
ENSDARG00000094526
ENSDARG00000075249
ENSDARGO00000059601
ENSDARG00000029036
ENSDARG00000043341
ENSDARG00000040841
ENSDARG00000076246
ENSDARG00000077217
ENSDARG00000007804
ENSDARG00000052997
ENSDARG00000088143
ENSDARG00000076828
ENSDARG00000021869
ENSDARG00000069199
ENSDARG00000094557
ENSDARGO00000056656
ENSDARG00000062147
ENSDARG00000002745
ENSDARG00000102138
ENSDARG00000014927
ENSDARG00000021137
ENSDARG00000012449
ENSDARG00000010318
ENSDARG00000089529
ENSDARG00000052121
ENSDARG00000017367
ENSDARG00000070734
ENSDARG00000054683
ENSDARG00000020541
ENSDARG00000079105
ENSDARG00000062672
ENSDARG00000071331
ENSDARG00000077162
ENSDARG00000040198
ENSDARG00000020953
ENSDARG00000005716
ENSDARG00000042277
ENSDARG00000015536
ENSDARG00000105059
ENSDARG00000076729
ENSDARG00000093176
ENSDARG00000069560
ENSDARG00000025667
ENSDARG00000071596
ENSDARG00000074671
ENSDARG00000073970
ENSDARG00000058734
ENSDARG00000093748
ENSDARG00000089362
ENSDARG00000037097
ENSDARG00000042861
ENSDARG00000017739
ENSDARG00000098113
ENSDARG00000102050

scarb2a
rflnb
fam83ha
si:dkey-58f10.11
ppmle
spc25

hpn
myolca
egr2b
CU693379.1
srgn

ksr2
faml71a2a
maplaa
rab32a
npy4r
adra2a
prune
2gc:162184
gasb
semade
semadgb
2gc:194101
rcan2
2gc:172120
nuprl
tspanl8a
otc

tdh

foxal

utsl
adgrvl
si:ch211-169p10.1
Srpx
desilb
rag2
rhbdflb
dyrk4
prdm8b
isml1
mhc2dab
kenj19b
ryr3

nwd2

fstl5
dnajbéb
olfml2ba
efnb3b
sox6
2gc:172282
myo9aa
zgc:55413
kenh3
adgrb2
netoll
nptx1l
mctp2b
prdx1
si:ch211-217k17.11
grnl
slc7a2

Itk

ak5sl
CABZ01007222.1
LO017850.1

493
98
293
34
113
140
737
36
54
34
47
57
68
182
89
305
322
353
60
29
42
21
144
1258
119
1899
884
563
848
120
179
120
31
500
28
109
77
48
34
40
140
995
173
211
50
238
96
281
155
94
94
23
26
287
225
115
411
113
32
339
3190
79
1380
111
99

22
17

32

22

235

101

-2,74
-2,74
-2,76
-2,78
-2,78
-2,81
-2,82
-2,82
-2,83
-2,84
-2,86
-2,86
-2,91
-2,92
-2,93
-2,96
-2,97
-2,98
-2,98
-2,98
-2,99
-3,00
-3,02
-3,02
-3,02
-3,03
-3,06
-3,07
-3,07
-3,08
-3,08
-3,08
-3,09
-3,09
-3,11
-3,13
-3,16
-3,17
-3,20
-3,20
-3,20
-3,22
-3,23
-3,24
-3,28
-3,28
-3,30
-3,34
-3,34
-3,34
-3,34
-3,39
-3,41
-3,42
-3,45
-3,46
-3,46
-3,47
-3,47
-3,50
-3,51
-3,52
-3,54
-3,55
-3,58

5,01E-03
2,67E-05
2,03E-05
1,21E-03
1,11E-05
8,85E-04
4,36E-06
1,43E-02
1,83E-03
1,01E-03
1,25E-02
3,51E-03
7,73E-05
4,35E-05
3,95E-04
9,30E-05
5,06E-04
6,70E-09
4,18E-04
1,61E-02
1,26E-04
1,87E-03
1,00E-02
5,42E-09
4,03E-04
3,00E-04
1,48E-03
2,38E-05
4,25E-06
1,96E-04
1,12E-03
5,08E-04
9,85E-05
9,30E-09
1,29E-05
1,50E-04
9,80E-04
2,43E-04
8,30E-05
1,87E-03
1,78E-02
3,18E-07
8,58E-06
3,50E-10
4,58E-04
1,13E-09
2,23E-04
2,98E-07
5,51E-07
2,51E-05
5,89E-06
1,07E-02
1,18E-02
1,36E-05
1,46E-06
5,81E-03
5,08E-07
6,99E-05
1,47E-02
5,43E-05
1,19E-06
8,62E-05
1,46E-07
2,09E-04
8,75E-05



ENSDARGO00000056603
ENSDARGO00000099411
ENSDARG00000034522
ENSDARG00000040528
ENSDARGO00000004782
ENSDARG00000097209
ENSDARGO00000007356
ENSDARG00000061752
ENSDARG00000017388
ENSDARG00000041959
ENSDARGO00000034718
ENSDARG00000025914
ENSDARGO00000002564
ENSDARG00000104068
ENSDARGO00000036074
ENSDARGO00000031598
ENSDARG00000035852
ENSDARGO00000076858
ENSDARG00000056230
ENSDARG00000088911
ENSDARGO00000077826
ENSDARG00000045066
ENSDARG00000016718
ENSDARG00000101209
ENSDARG00000020771
ENSDARG00000074781
ENSDARG00000063437
ENSDARG00000099129
ENSDARG00000092600
ENSDARG00000043662
ENSDARG00000106669
ENSDARG00000076799
ENSDARG00000061665
ENSDARG00000038814
ENSDARG00000099238
ENSDARG00000103638
ENSDARG00000010946
ENSDARG00000099387
ENSDARG00000045486
ENSDARG00000114920
ENSDARG00000002576
ENSDARG00000004111
ENSDARG00000070110
ENSDARG00000070228
ENSDARG00000090140
ENSDARG00000053301
ENSDARG00000001733
ENSDARG00000077709
ENSDARG00000075905
ENSDARG00000039240
ENSDARG00000006025
ENSDARG00000056228
ENSDARG00000007490
ENSDARG00000060626
ENSDARG00000057479
ENSDARG00000034504
ENSDARG00000097055
ENSDARG00000011673
ENSDARG00000036816
ENSDARG00000012204
ENSDARG00000035942
ENSDARG00000007461
ENSDARG00000063538
ENSDARG00000010727
ENSDARG00000030905

mcf2b
zgc:158343
rab6ba
Igals3bpb

fgfr3

cox8b

fgf20a

ripor2

gsttlb

cxcrdb

tfpia
si:dkey-190g11.3
syngrla

gstpl

cebpa

calbl

cart3

TCIM (1 of many)
ghsra

cbin17

efccl

entpdl
mmpllb
lambla

tnr

ptprt

wnt9a

phldal
si:dkey-256e7.5
cnih2
CABZ01068358.1
rnd3a

hcn2b

myrip

rasd4
CR936977.2
cbsb

jptla

pawr

TTC28

cabp5a

esrl

opn5

cdk6
tmem196b
insmlb

gulpla

igsec2b
si:ch211-266g18.9
cacng5b
tp53illb

pldla

adrbl

dgkaa

hrh2b

Imol
si:ch211-284f22.3
si:ch211-246m6.5
pou2f2a
CDK18

hrh3

srgapla

kalrnb

ttyh2l

cited2

213
176
24
23
227
453
32
23
60
37
173
48
75
4154
33
250
44
131
134
135
65
92
393
241
51
166
226
93
37
44
446
26
148
247
2520
21
2089
108
122
138
51
1145
40
43
385
871
24
446
25
48
24
154
37
1135
733
809
44
83
299
206
424
138
830
315
23

105

107

-3,59
-3,59
-3,61
-3,63
-3,64
-3,66
-3,68
-3,68
-3,68
-3,70
3,71
-3,72
-3,73
-3,73
-3,75
-3,76
-3,76
-3,77
-3,77
-3,79
-3,80
-3,83
-3,85
-3,85
-3,87
-3,87
-3,88
-3,90
-3,91
-3,94
-3,95
-3,96
-3,97
-3,99
-4,01
-4,02
-4,05
-4,05
-4,06
-4,08
-4,10
-4,16
-4,16
-4,16
-4,17
-4,18
-4,19
-4,21
-4,26
-4,30
-4,31
-4,31
-4,33
-4,33
-4,34
-4,38
-4,39
-4,40
-4,41
-4,44
-4,49
-4,50
-4,51
-4,51
-4,67

3,52E-04
6,60E-05
1,54E-03
2,13E-03
5,01E-08
2,20E-06
2,44E-04
2,06E-03
8,41E-06
1,89E-02
7,31E-05
8,80E-05
7,76E-06
1,13E-10
2,16E-03
2,94E-04
8,89E-04
2,19E-05
7,12E-07
2,04E-07
5,87E-05
3,73E-04
8,90E-10
1,40E-06
9,91E-05
8,53E-03
4,05E-05
7,39E-07
1,00E-03
1,05E-05
1,69E-08
9,71E-04
3,66E-07
1,10E-06
8,30E-05
6,10E-03
4,22E-09
4,41E-06
3,76E-10
8,04E-06
4,09E-04
2,85E-11
2,70E-05
4,57E-06
1,14E-10
6,88E-08
8,97E-05
8,79E-09
2,09E-02
6,83E-04
3,25E-03
1,76E-09
1,69E-05
2,31E-06
2,20E-06
6,09E-07
2,04E-05
1,52E-04
3,49E-08
8,08E-09
3,51E-11
1,11E-08
4,22E-08
4,81E-07
5,28E-05



ENSDARG00000103498
ENSDARG00000041960
ENSDARG00000116524
ENSDARG00000014670
ENSDARG00000002847
ENSDARG00000076520
ENSDARG00000032565
ENSDARG00000010083
ENSDARG00000021584
ENSDARG00000013926
ENSDARGO00000035468
ENSDARG00000029372
ENSDARGO00000079876
ENSDARG00000062821
ENSDARG00000013082
ENSDARG00000112040
ENSDARG00000088202
ENSDARGO00000051939
ENSDARG00000074372
ENSDARG00000099791
ENSDARG00000104022
ENSDARG00000035544
ENSDARGO00000077866
ENSDARG00000103750
ENSDARG00000032435
ENSDARG00000027584
ENSDARG00000100336
ENSDARG00000043010
ENSDARG00000060637
ENSDARG00000021186
ENSDARG00000076401
ENSDARG00000062449
ENSDARG00000069459
ENSDARG00000035984
ENSDARG00000078768
ENSDARG00000039576
ENSDARG00000088708
ENSDARG00000104735

epd
si:ch211-173a9.6
zgc:103700
colgalt2

fndcl

mafb

cacng2a
rbfox3a

cntn5

slc16a9a
slc25a25b
rasasd
CU855878.1
slc6als
uaplll
CR774179.5
sh3d19

pcxb

elfnlb

pdk3b

gegra

etnppl

nostrin
si:ch211-246m6.5
itga9

ttpa
2gc:158654
camk2d1
clstn2
si:dkeyp-4h4.1
cacng3b

xprla
si:dkey-6n21.13
mnx1

abhd15a
fstllb

ngfra

nkx6.2

375
127
57
119
24
1539
104
325
266
435
822
623
1013
116
583
376
576
8566
93
57
155
1594
109
530
289
647
367
502
602
63
361
239
247
1808
4014
1644
963
1025

O woonN

(o]

10
19
15
22

12

11
152

PNNORMUOURBDBRANNYW

e
v O

o v o

-4,69
-4,72
-4,75
-4,80
-4,83
-4,84
-4,86
-4,88
-4,91
-4,95
-4,97
-5,03
-5,04
-5,06
-5,17
-5,19
-5,20
-5,29
-5,37
-5,47
-5,52
-5,53
-5,56
-5,63
-5,67
-5,81
-5,85
-6,04
-6,44
-6,54
-6,60
-6,68
-6,70
-6,92
-6,94
-6,99
-7,18
-9,84

2,58E-02
1,17E-03
6,66E-04
1,99E-06
7,49E-03
4,53E-08
1,52E-07
9,13E-09
5,08E-07
1,30E-08
3,97E-10
3,76E-10
7,38E-10
8,03E-05
4,70E-11
1,81E-07
7,07E-10
3,16E-09
1,22E-05
5,22E-08
2,11E-06
3,45E-10
4,33E-09
1,22E-09
3,04E-10
2,95E-05
6,04E-04
5,40E-10
3,50E-10
1,38E-04
1,68E-09
1,60E-11
3,58E-09
3,83E-13
3,66E-09
3,50E-10
3,90E-13
1,13E-10



