Figure 5-Source Data 5. Biological processes and pathways overrepresented in GFPhigh

GO identified by WebGestalt (FDR<0.25)
GO from genes overexpressed in sst1.1:GFPhigh (sstl1.1 delta cells) versus sstl1.1:GFPlow (DESeq FC>2x, Padj<0.05)
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