Figure 6-Source Data 4. GO analysis of genes overexpressed in sst1.1:GFPhigh 3-cells

Overrepresented GO in sst1.1:GFPhigh delta-cells (versus 20dpt bihormonal cells) (DESeq FC>2x, Padj<0.05)
GO identified by WebGestalt (FDR<0.25)
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geneSet description enrichmentRatio pValue FDR userld

dre04330 Notch signaling pathway 8,635336976 0,00110464 0,08990274 adam17b;jagla;ncor2;notchlb

dre04530 Tight junction 4,248028674 0,00110991 0,08990274 ligl2;ppp2r2ca;prkcz;mapk9;mpp5a;map3kl;myhSb



