
 

Figure S5. Genes associated with H3K27me3 in wild type V. dahliae are stronger 

transcriptionally induced in the ∆Set7 mutant than not H3K27me3 associated 

genes. Log2-fold change of expression between wild type and ∆Set7 mutant for genes 

associated with H3K27me3 in wild type (green) and those not associated with H3K27me3 

in wild type (red). Significant difference of log2-fold change between gene sets are 

determined with the One-Sample Wilcoxon Signed Rank Test (*: p <= 0.05). 


