c09180 (P_7)
0.00003; —**

0.00002

0.00001 Hokk

0.00000

RN \\‘ N 0‘% &

€20730 (P_9)

0.00003)
0.00002
0.00001 . R ﬁ
0.0000050
0.0000025
0.0000000 PP
SRURARURAR
S
24120 (P_10)
0.00015 .
0.00010
0.00005| g [l |J_| Hhk

0.0000050
0.0000025] I I
0.0000000
Q \\&$ &\‘\$ &

c25180 (P 5)

0.0005
0.0002
0.000002

0.000001
0.000000
S &

& «\‘$ ¢

0. 00081

Pt

ribH (c09190) (P_7)
0.0012
0.0007
0.0002

0.0000050
o.ooooozs] i DEI
0.0000000

Q &\‘V a\‘ \\‘v

20740 (P_9)
2410 -
1.5x10% I
110
5x107

\$ ﬂ\‘$ ﬂ\‘vé ‘\&

24130 (P_10)
0.0010

0.0005 ii
] = M 0054

0.0002
0.0001
0.0000

N 0‘& x\‘?S &\‘?‘

m 0.37 uM FeCl,
o 37 uM FeCl,
= Nodule

¢13960 (P_1)
0.00003
0.00002
o.oooo11i = ﬁ ﬁ
0.0000030
0.0000015
0.0000000

SR

€22260 (P_8)

5x107
4x107
3x107
2x107
1><10'7

@ S

25200 (P_6)

_kkx

0.0002
0.0001

0.000002
0.000001
0.000000

DY ‘\& «\‘ &\‘

0,00031

¢13970 (P_1)
0.00015

0.00010 ——
0001
voooosi B . _ rl

0.000008
0.000004
0.000000

$ \\‘ Q &\‘V ‘\&

foxA (c22270) (P_8)
000050 k**_ _xkx
o.ooozs] ' ﬂi
0.00002 i -
0.00001
0.00000

$&V<\\V @’\ vﬂ\\?’ \$& v\\&‘

hmuP (c25210) (P_6)
0,00050]

*k

0.00025

*kk

0.0000030
0.0000015
0.0000000

Q «\‘v a\‘\$ &\‘v

Figure S4. RT-qPCR analyses of RirA targets. Free-living cultures under iron replete (37
uM FeCl,) or deficient (0.37 uM FeCl,) conditions, and rhizobia within soybean nodules
(28 dpi). The transcription level relative to 16S rRNA gene is shown. Significant
differences are indicated (mean * SE based on three independent experiments; ¢ test, *, P-
value < 0.05; **, P-value < 0.01; ***, P-value <0.001).



