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The authors declare that the data supporting the findings of this study are available within the paper and its supplementary information files, apart from proprietary
scripts which are available upon request. Source data are provided with this paper. The NGS files have been deposited in GEO: GSE184064.

No statistical methods were used to predetermine sample size for in vitro and in vivo experiment. Sample sizes were chosen based on existing

procedures and standards in the field. Sample size was chosen based on biological replicates, in order to achieve a n at least of 2. Whenever
experimentally possible and reasonable, more replicates were performed. In adult-injected mice, n =2 was used as the readout was presence
or absence of DNA editing and to comply with the "reduction" stated on the 3Rs principle of animal research. In newborn-injected mice, we
injected more animals (>5) to account for possible rejection of the pups by the mother after injection.

No data was excluded from analysis.

Biological duplicate or triplicate of cells experiments were done with distinct aliquots of cells at intervals of at least one week. A biological
replicate in in vivo experiments corresponds to an individual mouse. All experiments were repeated at least once. All attempts were
successful.

Adult mice were injected in their numerical order based on their "mouse ID" which is randomly attributted by animal technicians upon arrival
in the animal facility. Newborn animals were also injected randomly on a "first come, first served" basis when collecting them from the cage.

Tissue samples were collected and analysed by independent researchers, without any description.

Primary antibodies used:

1. Rat Anti-HA-tag (clone 3F10) (Roche, 11867423001) - Western Blot

2. Mouse Anti-FLAG-M2-tag (clone M2) (Sigma-Aldrich, F3165) - Western Blot

3. Rabbit Anti-HA-Tag (Cell Signaling, 3724) - Immunohistochemistry




