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Supplemental Fig. 1. Computational prediction of the single nucleotide mutant TTG 

sncRNA1 (A) and TTG sncRNA2 (B) bound to the HVEM promoter. Mfe indicates 

minimum free energy of binding predicted by RNA hybrid algorithm. Red boxes indicate 

position of the TTG mutations within the sncRNAs.
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Supplemental Fig. 2. Computational prediction of the folded structures of (A) WT sncRNA1, 

(B) sncRNA1 TTG mutant, (C) WT sncRNA2 and (D) sncRNA2 TTG mutant. Mfe indicates 

minimum free energy of the folded structure. Red boxes indicate the location of the ATG in WT 

sncRNA1 (A) and sncRNA2 (C) and the single nucleotide mutation in the sncRNA1 (B) and 

sncRNA2 TTG (D) mutants.
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